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IMGVR_UViG_3300045988_145012|3300045988|Ga0495776_075614:91,318-97,428 (+)

69 74 RM_Type_II_Type_ll_MTases_FAM_2 (CDS_0075)

uvig_25547:51,021-58,170 (+)
RM _Type_II_Type_ll_MTases_FAM_2 (CDS_0083)

75 79 80 DNA methyltransferase (CDS_0082)
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MGV-GENOME-0344742: 60,640-68,185 (+)

103 104 108 109 RM_Type_Il_Type_lI_MTases_FAM_2 (CDS_0112)
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uvig_102904: 90,460-98,283 (+)
106 107

!
E
!

I
IMGVR_UViG_3300045988_154204|3300045988|Ga0495776_011570:89,066-96,841 (+)

3000 nt i
other unknown function defence (DefenseFinder)
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