
IMGVR_UViG_3300008268_000001|3300008268|Ga0111491_1000115: 87,031-96,567 (+)
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MGV-GENOME-0354161: 69,892-79,103 (+)
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IMGVR_UViG_3300045988_141065|3300045988|Ga0495776_005243: 87,587-96,973 (+)
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uvig_25547: 46,504-53,807 (+)

57 58 59 SigH (VF0296) (CDS_0060) 64 65 66 69

uvig_243013: 86,016-98,095 (+)
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