
Mycobacterium_phage_Leozinho: 47,105-52,911 (+)

77 78 79 80 81 82 83 84 85 86 87 88 glycosyltransferase (CDS_0089) 90

Mycobacterium_phage_Eradicator: 46,893-53,831 (+)

mobile element MPME (CDS_0072)
73 74 75 79 80 81 82 83

Mycobacterium_phage_Phasih: 48,783-54,242 (+)

82 83 84 85 86 87 90

NC_051675.1: 45,353-50,527 (+)

73 74 75 76

NC_051662.1: 45,999-53,091 (+)

78 79 81 82 83 84 85

NC_055909.1: 47,552-53,099 (+)

80 81 82 83 84 glucosyltransferase

NC_051656.1: 49,207-58,360 (+)

76 77

DNA methyltransferase (CDS_0078)
DNA methyltransferase (CDS_0079)

80 81 82 83 84 85 86 87 88 89 90 91 92 93 95

NC_051649.1: 48,716-56,738 (+)

76 78 83 84 85 86
endonuclease (CDS_0087)

88 89

Mycobacterium_phage_Sabbb: 48,899-54,057 (+)

92
endonuclease (CDS_0093)

94 96

NC_011287.1: 51,035-56,687 (+)

7980 81 82
endonuclease (CDS_0083)

84 87 88

NC_021538.1: 52,155-57,824 (+)

84 85
endonuclease (CDS_0086)

87 93 94

KC661280.1: 52,155-57,824 (+)

84 85
endonuclease (CDS_0086)

87 93

Mycobacterium_phage_Tootsieroll: 48,456-56,015 (+)

71 72 73 78 79 80
endonuclease (CDS_0081)

82 87

NC_051703.1: 48,585-55,167 (+)

87 88 89 MerR-like transcriptional regulator (CDS_0090)

NC_026595.1: 47,232-52,628 (+)

80 83 84 85 86 87 MerR-like transcriptional regulator (CDS_0088)

NC_042315.1: 49,670-55,144 (+)

83 84 85 86 87 88 MerR-like transcriptional regulator (CDS_0089)

NC_011289.1: 51,412-57,208 (+)

87 88 89 90 91 92 MerR-like transcriptional regulator (CDS_0093)

NC_051645.1: 48,353-53,877 (+)

82 83 84 MerR-like transcriptional regulator (CDS_0085) kinase (CDS_0092)

NC_051646.1: 48,828-55,252 (+)

82 84 85 86 87 88 89 90 MerR-like transcriptional regulator (CDS_0091)

NC_008205.1: 47,890-54,290 (+)

79 80 84 85 86 87 88 89 MerR-like transcriptional regulator (CDS_0090)

DQ398050.1: 47,890-54,290 (+)

84 85 86 87 88 89 MerR-like transcriptional regulator (CDS_0090)

NC_051710.1: 49,618-57,234 (+)

80 81 82 84 85 86 87 88 89 90 91 MerR-like transcriptional regulator (CDS_0092) 99

Mycobacterium_phage_OwlsT2W: 47,296-54,271 (+)

76 78 82 83 84 85 Rnase H (CDS_0086)

Mycobacterium_phage_Hegedechwinu: 48,764-55,464 (+)

77 83 84 85
MerR-like transcriptional regulator (CDS_0086)

membrane protein (CDS_0089)

NC_028844.1: 47,543-54,845 (+)

76 77 78 79 81 82 83 84 85 MerR-like transcriptional regulator (CDS_0086)

3000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function


