DNA methyltransferase (CDS_0059)

DNA binding protein (CDS_0056) RM_Type_lI_Type_ll_MTases_FAM_1 (CDS_0064)
WhiB3 (VF0288) (CDS_0055) HNH endonuclease (CDS_0062) DNA methyltransferase (CDS_0067)
54 \ 57 58 60 61 63 65 66 \ 68

NC_051656.1: 39,593-46,835 (+)
WhiB transcriptional factor
DNA methyltransferase (CDS_0055) 56 58
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Mycobacterium_phage_Eradicator: 37,155-43,024 (+)

single strand annealing protein (CDS_0065)
DNA methyltransferase (CDS_0064) 67 68

Mycobacterium_phage_Sabbb: 40,298-43,000 (+)
52 53 55

FJ174692.1:37,233-45,078 (+)
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NC_011287.1:37,233-45,078 (+)
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NC_051662.1:38,698-43,075 (+)

56 57 58 MTase_II_00173 Type (CDS_0060) methyltransferase (CDS_0061)

62
E——

[
N

Mycobacterium_phage_Mantra: 37,319-44,796 (+)

replication initiation protein (CDS_0068)
DNA methyltransferase (CDS_0059) 60 61 62 DNA methyltransferase (CDS_0063) 65 66 67 69 70 71
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Mycobacterium_phage_Phasih: 39,287-46,451 (+)
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