
OTU_1194: 6,636-29,196 (+)

10 11 12 13 14 15 16 17 18 19 20
holin (CDS_0021)

22 23 24

OTU_1228: 6,851-29,866 (+)

18 19

MGV-GENOME-0306463: 6,891-28,737 (+)

18 19

SAMEA2580167_a1_ct11335: 6,891-29,797 (+)

18

OTU_1297: 6,891-28,858 (+)

virion structural protein (CDS_0018) 19

IMGVR_UViG_3300045988_152583|3300045988|Ga0495776_006353: 6,891-28,892 (+)

tail protein (CDS_0018)
Arc-like repressor (CDS_0021)

22

uvig_145614: 6,891-29,488 (+)

18 Arc-like repressor (CDS_0020)
HEase_00016 homing (CDS_0021)

SAMN00715250_a1_ct12918: 6,891-29,295 (+)

15 18

MGV-GENOME-0306239: 7,481-30,547 (+)

15 16 19 20

MGV-GENOME-0301671: 7,481-30,836 (+)

19 20

uvig_4948: 6,891-28,581 (+)

tail assembly protein (CDS_0018) 19 20
21

22

uvig_319778: 6,893-27,321 (+)

14 structural protein with Ig domain (CDS_0016)

MGV-GENOME-0261274: 6,893-28,189 (+)

16 17

IMGVR_UViG_3300045988_139129|3300045988|Ga0495776_005837: 6,891-27,940 (+)

16 17 18

IMGVR_UViG_3300029748_000012|3300029748|Ga0245205_1000517: 6,891-27,519 (+)

16

uvig_93221: 6,891-29,028 (+)

16 17 endolysin (CDS_0022) 24 25

9000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis tail transcription regulation unknown function defence (PADLOC)


