
SAMN00715250_a1_ct12918: 34,763-44,171 (+)

retron_type_VI_hth_cluster2_1 (CDS_0032)

33
anti-repressor (CDS_0034)

35 36 37
HEase_00016 homing (CDS_0038)

39

Bet-like ssDNA annealing protein (CDS_0040)
replisome organizer DnaA-like (CDS_0041)

42
RpoS (VF0166) (CDS_0043)

44 45 46
HEase_00016 homing (CDS_0047)

RNA polymerase sigma factor (CDS_0048)

49 50 51

uvig_93221: 33,470-42,203 (+)

capH (CDS_0032)
HEase_00016 homing (CDS_0034)

RecT-like ssDNA annealing protein (CDS_0039)
replisome organizer DnaA-like (CDS_0040)

41 RpoS (VF0166) (CDS_0042) 45 46

IMGVR_UViG_3300045988_152583|3300045988|Ga0495776_006353: 37,084-44,526 (+)

40 Erf-like ssDNA annealing protein (CDS_0045)

replication initiation protein (CDS_0046)

47
RpoS (VF0166) (CDS_0048)

49 55 56

IMGVR_UViG_3300045988_139129|3300045988|Ga0495776_005837: 33,625-41,282 (+)

HNH endonuclease (CDS_0038)
40

Bet-like ssDNA annealing protein (CDS_0043)

44
replisome organizer (CDS_0045)

46 SigF (VF0294) (CDS_0047)

OTU_1194: 35,788-44,148 (+)

NAD synthetase (CDS_0041)

Bet-like ssDNA annealing protein (CDS_0044)
DnaD-like helicase loader (CDS_0045)

46 SigF (VF0294) (CDS_0047) 49

uvig_4948: 34,001-41,528 (+)

anti-repressor (CDS_0041) 44

Bet-like ssDNA annealing protein (CDS_0046)

47
replisome organizer (CDS_0048)

49 SigF (VF0294) (CDS_0050)

IMGVR_UViG_3300045988_143436|3300045988|Ga0495776_134124: 35,974-45,252 (+)

39

Bet-like ssDNA annealing protein (CDS_0042)

43
replisome organizer (CDS_0044)

45
SigF (VF0294) (CDS_0046)

47 48
phosphoadenosine phosphosulfate reductase (CDS_0052)

homing endonuclease (CDS_0053)

MGV-GENOME-0306239: 35,974-44,873 (+)

Bet-like ssDNA annealing protein (CDS_0042)

43
replisome organizer (CDS_0044)

45 SigF (VF0294) (CDS_0046)

uvig_108390: 36,095-40,887 (+)

40 42
replisome organizer (CDS_0043)

RpoS (VF0166) (CDS_0044)

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (PADLOC) virulence (VFDB)


