
MGV-GENOME-0306463: 37,552-44,252 (+)

40 41 42 replisome organizer (CDS_0043)
RpoS (VF0166) (CDS_0044)

45 46 47

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0048)
Holliday junction resolvase (CDS_0049)

50 51 52 53 54

MGV-GENOME-0301671: 38,074-46,664 (+)

45 phosphoadenosine phosphosulfate reductase (CDS_0047) 52 53 54
HNH endonuclease (CDS_0055)

MGV-GENOME-0306239: 41,168-47,974 (+)

48
phosphoadenosine phosphosulfate reductase (CDS_0052)

homing endonuclease (CDS_0053)

IMGVR_UViG_3300028970_000002|3300028970|Ga0169755_100279: 40,483-46,682 (+)

46 MTase_II_00037 Type (CDS_0047)phosphoadenosine phosphosulfate reductase (CDS_0049) 55

IMGVR_UViG_3300029748_000012|3300029748|Ga0245205_1000517: 38,965-43,315 (+)

phosphoadenosine phosphosulfate reductase (CDS_0050) 52

SAMN00715250_a1_ct12918: 37,593-45,214 (+)

HNH endonuclease

Bet-like ssDNA annealing protein (CDS_0040)
replisome organizer DnaA-like (CDS_0041)

42 46
HEase_00016 homing (CDS_0047)

RNA polymerase sigma factor (CDS_0048)

50 52 53

OTU_1297: 38,393-45,740 (+)

49 HEase_00016 homing (CDS_0050) terminase small subunit (CDS_0056)

3000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) virulence (VFDB)


