RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0048)
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MGV-GENOME-0306463:37,552-44,252 (+)

HNH endonuclease (CDS_0055)
phosphoadenosine phosphosulfate reductase (CDS_0047) 52 53 54
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MGV-GENOME-0301671:38,074-46,664 (+)
phosphoadenosine phosphosulfate reductase (CDS_0052)
48 homing endonuclease (CDS_0053)
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46 MTase_|I_00037 Type (CDS_0047)phosphoadenosine phosphosulfate reductase (CDS_0049) 55
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IMGVR _UViG_3300028970_000002|3300028970|Ga0169755_100279:40,483-46,682 (+)
phosphoadenosine phosphosulfate reductase (CDS_0050) 52
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IMGVR_UViG_3300029748_000012|3300029748|Ga0245205_1000517:38,965-43,315 (+)

Bet-like ssDNA annealing protein (CDS_0040) RNA polymerase sigma factor (CDS_0048)
replisome organizer DnaA-like (CDS_0041) HEase_00016 homing (CDS_0047)
HNH endonuclease 42 46 50 52 53
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49 HEase_00016 homing (CDS_0050) terminase small subunit (CDS_0056)
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