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1 integrase (CDS_0002)

uvig_501649:1-5447 (+)
NshR_TsnR-NCBIFAM NshR/TsnR family 23S rRNA methyltransferase (NFO00477.1) (CDS_0003)
1 2 RNA polymerase sigma factor (CDS_0004) 5

uvig 453526:3-8,170 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0008)
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uvig_165555:1,382-7,076 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0017)
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DNA, RNA and nucleotide metabolism integration and excision transcription regulation unknown function AMR (AMRFinderPlus) tRNA pseudogene
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