21 34
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MGV -GENOME.0329 146: 30.569.53.328 (+)
27 28 3233

MGV -GENOME 0319613 32.231.53,637 (1)
31 33
27 28 30[32] 34 35
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MGV-GENOME-0323158:32,537-49,210 (+)

HEase_00016 homing (CDS_0019)
12 13 14 15 16 23 24

%

| 0 [ O —
MGV-GENOME-0342228: 12,804-49,943 (+)
16  HEase_00016 homing (CDS_0019)

Y —— - . " ]
MGV-GENOME-0333382: 12,783-49,831 (+)
15 16 17 HEase_00016 homing (CDS_0021)

- —— ¢y —————————————— ¢} — " — |} ——————————— —————— ————— ]
MGV-GENOME-0330491: 16,235-49,907 (+)

15 17 20

i

Y ¢ — "B B! I —— — |
MGV-GENOME-0342550: 16,257-47,980 (+)
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unknown function defence (PADLOC)




