
MGV-GENOME-0133991: 11,237-18,594 (+)

tail protein (CDS_0015)
16 17

tail protein (CDS_0018)
tail protein (CDS_0019)

tail fiber protein (CDS_0020)
nucleoside 2-deoxyribosyltransferase (CDS_0021)

transcriptional regulator (CDS_0022)
23 24 25 26

MGV-GENOME-0129608: 11,252-18,130 (+)

tail fiber protein (CDS_0020)
transcriptional regulator (CDS_0021)

22 23

MGV-GENOME-0171208: 11,252-23,343 (+)

tail fiber protein (CDS_0021) 22 23 24 25 26 27 28
transcriptional regulator (CDS_0029)

30

MGV-GENOME-0176134: 11,252-24,061 (+)

tail fiber protein (CDS_0020) 21 22 23 24 25 26
27

28 29 30 31 32 33 34
transcriptional regulator (CDS_0035)

36 37

MGV-GENOME-0161436: 12,754-21,987 (+)

tail fiber protein (CDS_0020)
21 2223

24
25 26 27 28

transcriptional regulator (CDS_0029)
30 31

MGV-GENOME-0146100: 11,267-19,991 (+)

tail fiber protein (CDS_0020)
21

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0022)

23 24

transcriptional regulator (CDS_0025)

26 27

MGV-GENOME-0157789: 12,789-21,526 (+)

anti-repressor Ant (CDS_0021) 22 23 24 25 26
nucleoside 2-deoxyribosyltransferase (CDS_0027)

28 29

MGV-GENOME-0166346: 12,759-22,666 (+)

21 2223 24 25 26 27 28 integrase (CDS_0029)

SRS023557_a1_ct9728_vs1: 12,765-21,145 (+)

21 2223
tail fiber protein (CDS_0024)

25 26 27 28

uvig_424671: 12,766-29,762 (+)

21 2223
tail fiber protein (CDS_0024)

25 26 27 28
excisionase (CDS_0029)

30 31
Hpt (VF0264) (CDS_0032)

phosphate transporter subunit (CDS_0033)

34 35 FbpABC (VF0272) (CDS_0036)

MGV-GENOME-0210078: 12,766-23,811 (+)

21 2223
tail fiber protein (CDS_0024)

25 26 27 28
excisionase (CDS_0029)

30

OTU_5381: 12,699-21,407 (+)

21 2223 24 25 26
endolysin (CDS_0027)

28 excisionase (CDS_0029)

SRS049147_a1_ct31587_vs1: 12,766-20,882 (+)

21 2223 24 25 26
endolysin (CDS_0027)

28

uvig_115225: 11,253-26,055 (+)

20 21 2223
tail fiber protein (CDS_0024)

25 26 27 28

PD-T4-9__PD-T4-9_A (CDS_0029)

30
31

32

nucleoside 2-deoxyribosyltransferase (CDS_0033)

34 35

MGV-GENOME-0203668: 12,828-28,624 (+)

21 2223
tail fiber protein (CDS_0024)

25 26 27 28

excisionase (CDS_0029)

30
Hpt (VF0264) (CDS_0031)

32

RelE-like toxin (CDS_0033)

34 35 36 37
nucleoside 2-deoxyribosyltransferase (CDS_0038)

39 40 41

MGV-GENOME-0189356: 12,766-26,145 (+)

21 2223
tail fiber protein (CDS_0024)

25 26

endolysin (CDS_0027)

28
excisionase (CDS_0029)

transcriptional repressor (CDS_0030)
Rha-like transcriptional regulator (CDS_0031)

integrase (CDS_0032)
33 34

nucleoside 2-deoxyribosyltransferase (CDS_0035)

36 37 38

MGV-GENOME-0151780: 12,794-20,728 (+)

21 2223
tail fiber protein (CDS_0024)

25

nucleoside 2-deoxyribosyltransferase (CDS_0026)

27 28 29

MGV-GENOME-0150063: 12,727-20,476 (+)

21 2223 24

nucleoside 2-deoxyribosyltransferase (CDS_0025)
transcriptional regulator (CDS_0026)

27 28

uvig_461618: 12,751-21,234 (+)

21 2223
DNA methyltransferase (CDS_0024)

25 26

nucleoside 2-deoxyribosyltransferase (CDS_0027)
transcriptional regulator (CDS_0028)

29 30

uvig_370043: 12,806-27,153 (+)

21 22 2324 25 26 27 28 29
Hpt (VF0264) (CDS_0030)

31 32 33 34
transcriptional regulator (CDS_0035)

36 37

MGV-GENOME-0154263: 12,810-21,053 (+)

22 23 2425 26 27 28 29

MGV-GENOME-0209533: 12,781-29,661 (+)

21 2223 24 25 26 27 28 29
integrase (CDS_0030)

31 32

abortive infection resistance protein (CDS_0033)
transcriptional regulator (CDS_0034)

35 36
tRNA-Undet(NNN)

37 38 39

nucleoside 2-deoxyribosyltransferase (CDS_0040)

41 42 43

MGV-GENOME-0218961: 12,789-26,531 (+)

21 2223 24 25 26 27 28 29
PDC-S42_WP_165601015.1 (CDS_0030)

transposase (CDS_0031) 32 33 34 35
transcriptional regulator (CDS_0036)

37 38

6000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) pseudogene


