
TemPhD_cluster_59243: 32,003-41,366 (+)

39 40 41 42 43 44 45
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0046)

47 48 49 50

TemPhD_cluster_35603_: 28,029-37,393 (+)

41 42

TemPhD_cluster_58916: 32,812-42,789 (+)

48 49 50

TemPhD_cluster_46636: 37,299-46,427 (+)

53 54

TemPhD_cluster_58740: 33,219-43,571 (+)

46 47

TemPhD_cluster_46806: 34,575-45,300 (+)

51 52
53

TemPhD_cluster_46942: 34,894-44,114 (+)

50 51
52

TemPhD_cluster_26846: 35,971-46,322 (+)

53 55

TemPhD_cluster_26936: 32,270-42,621 (+)

44

TemPhD_cluster_46271: 39,459-50,512 (+)

56 60 61 62

TemPhD_cluster_58523: 33,500-44,369 (+)

47 48 49

TemPhD_cluster_58625: 34,339-44,009 (+)

51 52 53

TemPhD_cluster_58383: 35,134-44,910 (+)

48 52

TemPhD_cluster_58346: 35,382-45,157 (+)

51

TemPhD_cluster_47550_: 32,775-41,773 (+)

44

TemPhD_cluster_57233: 38,445-50,880 (+)

57 58 59
60

61 62 63

TemPhD_cluster_39699_: 33,926-44,330 (+)

tail collar protein (CDS_0043) 47 48 49 50

TemPhD_cluster_47275: 32,427-42,496 (+)

44 45 46 47

TemPhD_cluster_57783: 37,196-47,709 (+)

54 55 56 57

TemPhD_cluster_34488: 43,819-53,888 (+)

66 67 68 69 70

TemPhD_cluster_47073: 33,539-43,391 (+)

44 45 46

TemPhD_cluster_46677: 36,163-46,932 (+)

52 53 54 55 57 58 62

TemPhD_cluster_8005: 31,818-41,745 (+)

40 42 46 47

TemPhD_cluster_34982: 33,542-43,447 (+)

45 46 48 49 54

TemPhD_cluster_39995_: 32,270-43,099 (+)

44

TemPhD_cluster_5004: 52,547-61,783 (+)

67

4000 nt

moron, auxiliary metabolic gene and host takeover tail unknown function anti-defence (dbAPIS)


