
MGV-GENOME-0350747: 38,750-46,010 (+)

53 54 55 56 57 58 59 60 lipoprotein (CDS_0061) 62 metal-dependent phosphohydrolase (CDS_0063)

IMGVR_UViG_3300045988_127659|3300045988|Ga0495776_137276: 41,515-47,884 (+)

58 63

IMGVR_UViG_3300045988_099657|3300045988|Ga0495776_003954: 39,988-47,304 (+)

52 56 58 60 62

IMGVR_UViG_3300045988_115464|3300045988|Ga0495776_031535: 39,078-46,255 (+)

58

IMGVR_UViG_3300045988_119953|3300045988|Ga0495776_118347: 38,525-43,609 (+)

60

Manrique_Person1_NODE_32_length_77149_cov_432.039316: 39,075-44,549 (+)

55 62

IMGVR_UViG_3300045988_117339|3300045988|Ga0495776_017418: 41,332-48,526 (+)

lipoprotein (CDS_0062) 64

IMGVR_UViG_3300045988_111433|3300045988|Ga0495776_004068: 37,509-45,313 (+)

53 56 60 61

MGV-GENOME-0349162: 39,857-45,420 (+)

64

uvig_33095: 40,492-51,292 (+)

54 60 61
FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0062)

63

MGV-GENOME-0355665: 36,092-45,824 (+)

48 49 50 54 metal-dependent phosphohydrolase

IMGVR_UViG_3300014039_000028|3300014039|Ga0116646_1000091: 40,401-46,967 (+)

58 60 62 63 64 65 66

4000 nt

moron, auxiliary metabolic gene and host takeover other unknown function


