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IMGVR_UViG_3300008734_000149|3300008734|Ga0113998_100396:40,721-47,710 (+)
60 67 68 69 HNH endonuclease (CDS_0070)

SRS146824_a1_ct48871_vs01:37,830-45,010 (+)
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SRS105136_al ct12381 vs01:37,597-44,728 (+)
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IMGVR_UViG_3300008518_000010|3300008518|Ga0115191_100222:43,275-50,765 (+)
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MGV-GENOME-0296707:38,431-45,231 (+)
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SRS147126_al ct21919 vs01: 35,834-43,970 (+)
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68 69 7071 HNH endonuclease (CDS_0072)
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MGV GENOME- 0319830 38,509-45,684 (+)
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IMGVR_UViG_3300045988_131284|3300045988|Ga0495776_170340: 38,509-45,684 (+)
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71 72 73 741 76

IMGVR_UViG_3300028537_000027|3300028537|Ga0307848_1041:38,392-45,622 (+)
70 71 72 HNH endonuclease (CDS_0073)
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IMGVR_UViG_3300008611_000032|3300008611|Ga0111137_1000199: 38,584-45,443 (+)
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SRS062714 _al ct12967_vs1:39,427-45,636 (+)
63 64 69 70 71 72 73 terminase large subunit (CDS_0001) 2 3

— I EE—
SRSO48317 al. Ct49615 _vs1:38,649-46,462 (+); 1-4,207 (+)
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IMGVR_UViG_3300045988_134072|3300045988|Ga0495776_015956:37,165-45,796 (+)
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SRS098867_al ct2347:37,109-46,385 (+)
62 icity0043 Unknown (CDS_0063) 68 69
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IMGVR_UViG_3300045988_118513|3300045988|Ga0495776_015263: 37,829-46,064 (+); 1-4,141 (+)
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IMGVR_UViG_3300045988_116410|3300045988]Ga0495776_019690: 37,086-43,385 (+); 1-4,062 (+)
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DNA, RNA and nucleotide metabolism head and packaging unknown function defence (PADLOC) tRNA
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