RusA-like Holliday junction resolvase (CDS_0034)
DNA primase (CDS_0035)
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|MGVR UViG_3300028537_000027|3300028537|Ga0307848_1041: 26 326-33,629 (+)

DNA primase (CDS_0035)
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MGV-GENOME-0215757:27,237-30,792 (+)

HNH endonuclease (CDS_0044)
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GV-GENOME-0216508: 26,480-30,899 (+)
HNH endonuclease (CDS_0038) 39
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HNH endonuclease (CDS_0046)
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MGV-GENOME-0232511:26,447-33,659 (+)
DnaB-like replicative helicase (CDS_0029)
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