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excisionase and transcriptional regulator (CDS_0058) 61
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MGV-GENOME-0296707:33,774-41,730 (+)

w
N
w
wn
w
o
w
~
w
o
o
o
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IMGVR_UViG_3300045988_134072|3300045988|Ga0495776_015956: 34,849-42,162 (+)
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65 HNH endonuclease (CDS_0066)
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IMGVR_UViG_3300045988_116410|3300045988|Ga0495776_019690:33,127-42,123 (+)
3000 nt {
DNA, RNA and nucleotide metabolism integration and excision unknown function




