
IMGVR_UViG_3300028537_000027|3300028537|Ga0307848_1041: 33,300-40,528 (+)

51 52 53 54 55 56 57 58 59 60 61 62 63 64 65 66 67

IMGVR_UViG_3300008734_000149|3300008734|Ga0113998_100396: 34,967-41,059 (+)

53 54 60 61 65

SRS048317_a1_ct49615_vs1: 34,228-41,778 (+)

55 56 59 60 61 63 64 67 68

IMGVR_UViG_3300008611_000032|3300008611|Ga0111137_1000199: 33,944-41,526 (+)

excisionase and transcriptional regulator (CDS_0058) 61 62 63 68

IMGVR_UViG_3300008518_000010|3300008518|Ga0115191_100222: 39,545-46,920 (+)

61 62 63 66

SRS148094_a1_ct9783: 34,652-42,022 (+)

58 59 60

MGV-GENOME-0296707: 33,774-41,730 (+)

51 54 55 56 57 58 59 65

SRS105136_a1_ct12381_vs01: 33,372-41,166 (+)

54 55 56 57 59 60

IMGVR_UViG_3300045988_134072|3300045988|Ga0495776_015956: 34,849-42,162 (+)

58 59 60 61 66 67

SRS062714_a1_ct12967_vs1: 34,853-41,568 (+)

54 57 58 59 60 62

IMGVR_UViG_3300045988_116410|3300045988|Ga0495776_019690: 33,127-42,123 (+)

55 56 57 58 63 64 65 HNH endonuclease (CDS_0066)

3000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function


