33
tail length tape measure protein (CDS_0014) tRNA-Leu(GAG) 29 3 36
1213 15 16 17 1819 20 [21 22 23 24 2526 27 28]3031[|34 35 | 37
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MGV-GENOME-0281809: 8,514-24,962 (+)
DNA polymerase exonuclease subunit (CDS_0021)

20 2223

N ] | — - [ ]
MGV-GENOME-0173469:8,512-20,518 (+)
DNA polymerase exonuclease subunit (CDS_0022)
ParB-like partition protein (CDS 0019)
HNH endonuclease (CDS_0021)
16 18 | 20] | 2324 32

[ | - I I R
MGV-GENOME-0170636:8,324-20,469 (+)
DNA polymerase exonuclease subunit (CDS_0023)
tail length tape measure protein (CDS_0014) HNH endonuclease (CDS_0022)
endolysin (CDS_0015) 21 | | 2425 27 29

- I A
MGV-GENOME-0169792:8,993-20,794 (+)
DNA polymerase exonuclease subunit (CDS_0021)

20 2223 31
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MGV-GENOME-0169610:8,466-21,738 (+)

HNH endonuclease (CDS_0030)
DNA polymerase exonuclease subunit (CDS_0022) HNH endonuclease (CDS_0031)
17 20 21 2324 28 | 32
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MGV-GENOME-0171123:8464-23,355 (+)
DNA polymerase exonuclease subunit (CDS_0026)
HNH endonuclease (CDS_0025)
ParB-like partition protein (CDS_0023)
18 1920 21 22 24| | 2728 32
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uvig_24801:8,505-24,814 (+)
ParB-like partition protein (CDS_0021)
18 19 20 22 232425 3031
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uvig_420840:8,353-23,640 (+)
ParB-like partition protein (CDS_0020)
24
18 19 21 22 23[252627 33
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uvig_313652:8,515-24,160 (+)
DNA polymerase exonuclease subunit (CDS_0021)
ParB-like partition protein (CDS_0019)

23
18 20 | 22[2425
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MGV-GENOME-0163485:8,520-22,284 (+)
DNA polymerase exonuclease subunit (CDS_0035)
integrase (CDS_0023) HNH endonuclease (CDS_0034)

endolysin (CDS_0025) ParB-like partition protein (CDS_0032)
20 21 22 24" holin (CDS_0026) 27 2829 30 31 33| | 3637 40
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uvig 88419:8,301-31,895 (+)
DNA polymerase exonuclease subunit (CDS_0026)
HNH endonuclease (CDS_0025)
ParB-like partition protein (CDS_0023)

27
20 2122 24 28 29
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MGV-GENOME-0189305: 8,523-25,599 (+)
DNA polymerase exonuclease subunit (CDS_0024)
HNH endonucleasaaDS_OOZS)
ParB-like partition protein (CDS_0021)
20 22| | 2526 28
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MGV-GENOME-0184634:8,298-24,073 (+)
DNA polymerase exonuclease subunit (CDS_0024)
HNH endonuclease (CDS_0023)
20 2122 | 2526
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MGV-GENOME-0176075:8,298-22,765 (+)
DNA polymerase exonuclease subunit (CDS_0021)
ParB-like partition protein (CDS_0019)
18 20 | 2223
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MGV-GENOME-0175988:8,351-22,269 (+)
20
16 19 21
N I I E— e s e
MGV-GENOME-0154699:8,297-20,090 (+)
19 20

MOV-GENOME-0153341:8,297-19,916 (+)
major tail protein (CDS_0011) 16 17 18 19
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uvig_107541:7,765-20,742 (+)
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