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DNA polymerase exonuclease subunit (CDS_0021)
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MGV-GENOME-0175988: 14,609-23,043 (+)
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DEDDhA_I_II_IlI_IV_V_VI_1 (CDS_0037)
31 32 HNH endonuclease (CDS_0036) 38 39
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