bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0008)
MutT/NUDIX hydrolase (CDS_0009)
nucleotide-sugar epimerase (CDS_0007) | deoxynucleoside monophosphate kinase (CDS_0013)
cysteine dioxygenase (CDS_0006) head-tail adaptor Ad2 (CD5_0012)
terminase large subunit (CDS_0001) 20G-Fe(ll) oxygenase (CDSWM virion structural protein (CDS_0011)
virion structural protein (CDS_0002) virion structural protein (CDS_0003) \ tail sheath (CDS_0010)
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Station201_SUR_ALL_assembly_NODE_1947_length_26319_cov_3.272769:1-17,473 (+)

bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0009)
nucleotide-sugar epimerase (CDS_0008)

single strand DNA binding protein (CDS_0003) cysteine dioxygenase (CDS_0007)
terminase large subunit (CDS_0001) 20G-Fe(ll) oxygenase (CDS_0005)
virion structural protein (CDS_0002) virion structural protein (CDS_0004) 6 \

Station209_SUR_ALL assembly NODE 2649 length_26706_cov_6.656261:1-17,797 (+)
nucleotide-sugar epimerase (CDS_0005)
virion structural protein (CDS_0002) cysteine dioxygenase (CDS_0004)
terminase large subunit (CDS_6001) virion structural protein (CDS_0003) \ bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0006)
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single strand DNA binding protein (CDS_0003)
terminase large subunit (CDS_0001)
virion structural protein (CDS_0002) 4 5

Station201_DCM_ALL_assembly_NODE_3186_length_19242_cov_3.469015: 1-10,333 (+)
bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0004)
nucleotide-sugar epimerase (CDS_0003)
cysteine dioxygenase (CDS_0002) tryptophan halogenase (CDS_0006)

\ tryptophan halogenase (CDS 0005)
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L _cov_ 890 (+)

bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0004)
nucleotide-sugar epimerase (CDS_0003)
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cysteine dioxygenase (CDS_0002) ‘ tryptophan halogenase (CDS_0006)
virion structural protein (CDS_0001) \ tryptophan halogenase (CDS_OOBS)
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Station191 SUR_ALL assembly NODE_1260_length 22629 cov_12.381589: 1-14,499 (+)
bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0018)
cysteine dioxygenase (CDS_0020) tryptophan halogenase (CDS_0017)
virion structural protein (CDS_0021) nucleotide-sugar epimerase (CDS_0019) tryptophan halogenase (CDS_0016) 11

Station180_SUR_ALL _assembly_ NODE_4528 length 23724 _cov_4.926824:8,321-23,722 (-)
tryptophan halogenase (CDS_0016)
tryptophan halogenase (CDS_0017)
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N _cov_36. 27, ,852.(-)
single strand DNA binding protein (CDS_0004)
terminase large subunit (CDS_0001) tryptophan halogenase (CDS_0005)
2 3 \ tryptophan halogenase (CDS_0006) 11
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Station178_SUR_ALL _assembly NODE_3983_length 20529 _cov_47.872765:1-11,488 (+)

tryptophan halogenase (CDS_0001)
tryptophan halogenase (CDS_0002)

.
Station196_SUR_ALL assembly NODE_3219 length_15623 _cov_10.799396:2-7 348( )
tryptophan halogenase (CDS_0003)

terminase large subunit (CDS 0001)
_tryptophan halogenase (CDS_0004)

_cov_37. :1-10,873 (+)
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tryptophan halogenase (CDS_0017)
18 tryptophan halogenase (CDS_0016)

Station191_SUR_ALL assembly_ NODE_2201 length_16265_cov_5.991240: 8,284-16, 265()
single strand DNA binding protein (CDS_0003)
terminase large subunit (CDS_0001) tryptophan halogenase (CDS_0005)
2 \ 4 tryptophan halogenase (CDS_0006)
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single strand DNA binding protein (CDS_0003)
terminase large subunit (CDS_0001)
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2 4 tryptophan halogenase (CDS_0005)
N 5 — I S N S S E—
Station189_DCM_ALL assembly NODE_2350_length_20795_cov_37.295082: 1-11,906 (+)

terminase large subunit (CDS_0001)
2 ryptophan halogenase (CDS_0003)
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Station206_MES_ALL assembly NODE_4540_length_19099 _cov_12.851239:1-10,213 (+)
single strand DNA binding protein (CDS_0003)

terminase large subunit (CDS_0001) tryptophan halogenase (CDS_0006)
2 4 5 tryptophan halogenase (CDS_0007)
|, S,y WU/ W S S SU——  CO— S—m —%, '

Station163_SUR_ALL assembly NODE_1498 length_22563 cov_17.493602:1-13,677 (+)
2 single strand DNA binding protein (CDS_0003)

Station210_SUR_ALL_assembly_ NODE_6535_length_17992 cov_11.316162:1-9,106 (+)
tryptophan halogenase (CDS_0001)

DNA, RNA and nucleotide metabolism connector head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function
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