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anaerobic ribonucleoside reductase large subunit (CDS_0021)
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anaerobic ribonucleoside reductase large subunit (CDS_0036) &7 38

uvig 421092:24,944-31,802 (+)
anaerobic ribonucleoside reductase large subunit (CDS_0018) 17 16
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thymidylate synthase
anaerobic ribonucleoside reductase large subunit (CDS_0041) 40 39 HEase_00016 homing (CDS_0036) 35 PhoH-like phosphate starvation-inducible (CDS_0030) 29
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MGV-GENOME-0360726:29,265-37,818 (-)

HEase_00016 homing (CDS_0043) 44
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uvig_243311:26,050-34,959 (+)

HEase_00016 homing (CDS_0014) 13
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uvig. adh »
DNA methyltransferase (CDS_0016)
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uvig 165884:4,674-14,134 (-)
DNA methyltransferase (CDS_0029)
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anaerobic ribonucleoside reductase large subunit (CDS_0019)
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uvig_109340:5,572-13,167 (-)
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DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)
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