retron_type_VI_hth_cluster2_1 (CDS_0043) tRNA-Asn(GTT)

40 41 42 T 44 45 integrase (CDS_0046) 47 48 49 50 51 52 53 T 54 55
uvig 164757:27,233-35,854 (+)
41 47 48
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IMGVR_UViG_3300045988_089681|3300045988|Ga0495776_009233:27,351-35,972 (+)
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MGV-GENOME-0241091:23,395-31,444 (+)
47 48 50 53
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MGV-GENOME-0264567:27,224-36,028 (+)

43

| ] I —
IMGVR_UViG_3300029403_000009|3300029403|Ga0243191_100411:28,337-37,239 (+)

43
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MGV-GENOME-0270922: 28,337-37,238 (+)
42 44 HNH endonuclease (CDS_0046) 48
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IMGVR_UViG_3300045988 08006 1|3300045988|Ga0495776_005615:26,761-36,175 (+)
39 45 46 47 48 49
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MGV-GENOME-0269711:27,944-37,807 (+)
41 42 47
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MGV-GENOME-0257750:26,212-35,645 (+)
53 54

_— B __]
IMGVR _UViG_3300045988_121722|3300045988|Ga0495776_071710: 30,859-37,708 (+)
HNH endonuclease (CDS_0041)

—

MGV-GENOME-0252564:27,564-34,752 (+)
HNH endonuclease (CDS_0038)
36 37 | 39
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MGV-GENOME-0236271:23,682-31,665 (+)

48 50 51 52 55
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uvig_593580:29,215-36,727 (+)
3000 nt i
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