Hoc-like head decoration (CDS_0006)

terminase large subunit (CDS_0001) holin (CDS_0008)
virion structural protein (CDS_0002)3 4 5 7 9 10 11
N I  —
uvig 164757:1-17,136 (+)

58 59 4 5 6

IMGVR_UViG_3300045988_089681|3300045988|Ga0495776_009233: 36,624-38,870 (+); 1-17,136 (+)
tail fiber protein (CDS_0004) 5 6 7 8
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IMGVR_UViG_3300045988_121722|3300045988|Ga0495776_071710: 1-18,224 (+)
tail fiber protein (CDS_0004) 5 6 7 8 14
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IMGVR_UViG_3300045988_102659|3300045988|Ga0495776_111270: 1-18,800 (+)
4 5 6
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IMGVR_UViG_3300045988_096441|3300045988|Ga0495776_086107: 1-17,380 (+ )
restriction endonuclease (CDS_0004)
3 tail fiber protein (CDS_0006) 7 8 9
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IMGVR_UViG_3300045988 117438|3300045988\GaO495776 087313:1-18,988 (+)
tail fiber protein (CDS_0006) 7 8 9

MGV-GENOME-0241091: 1-18,988 (+)
tail fiber protein (CDS_0006) 7 8 9

MGV-GENOME-0252564: 1- 1847 (+

uvig_593580:34-15,943 (+)
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MGV-GENOME-0269711:34-16,018 (+)
tail fiber protein (CDS_0004)

IMGVR_UViG_3300045988_097262|3300045988|Ga0495776_017104: 35,948-38,050 (+); 1-16, 155( )
tail fiber protein (CDS_0004)

MGV-GENOME-0236271:1-16,155 (+)
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MGV-GENOME-0259322: 36,082-38,328 (+); 1-17,275 (+)
Hoc-like head decoration (CDS_0007)

Hoc-like head decoration (CDS_0005)
tail fiber protein (CDS_0004) 6 \ 910
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uvig_244875:37,738-39,840 (+); 1-17,858 (+)

tail fiber protein (CDS_0004) 5 6 7
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MGV-GENOME-0264567:37,150-39,252 (+); 1-17,794 (+)

4 56

IMGVR_UViG_3300045988_080061|3300045988|Ga0495776_005615: 37,433-39,526 (+); 1-16,551 (+)
tail fiber protein (CDS_0004) 5
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MGV-GENOME-0257750: 35,961-38,063 (+); 1-16,005 (+)
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MGV-GENOME-0259394: 1-16,213 (+)
anti-repressor Ant (CDS_0013)

tail fiber protein (CDS_0006) 9 14
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IMGVR_UViG_3300045988 112391|3300045988\Gao495776 071902:1-19. 428( )

anti-repressor Ant (CDS_0012)
11 13 14 19
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IMGVR_UViG_3300029858_000024|3300029858|Ga0245300_100853:4,100-19,518 (+)
7000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis tail transcription regulation unknown function
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