
IMGVR_UViG_3300045988_121722|3300045988|Ga0495776_071710: 27,943-34,128 (+)
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MGV-GENOME-0236271: 20,925-26,903 (+)

exonuclease 28 29 30

MGV-GENOME-0269711: 27,095-32,641 (+)
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MGV-GENOME-0257750: 25,366-32,749 (+)
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uvig_593580: 25,084-30,484 (+)
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IMGVR_UViG_3300045988_080061|3300045988|Ga0495776_005615: 24,624-29,395 (+)
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uvig_164757: 26,381-32,336 (+)
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IMGVR_UViG_3300045988_089681|3300045988|Ga0495776_009233: 26,499-32,454 (+)
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DNA, RNA and nucleotide metabolism integration and excision unknown function defence (PADLOC)


