
MGV-GENOME-0369731: 18,374-24,593 (+)

26 27 28 29 30 31 32 33 34 35 36 37 38

MGV-GENOME-0369570: 17,643-24,119 (+)

32 33

uvig_98446: 17,866-23,469 (+)

30

uvig_566993: 17,561-24,344 (+)

29 31 32

IMGVR_UViG_3300023289_000001|3300023289|Ga0256630_10077: 17,768-23,285 (+)

33 38

MGV-GENOME-0364630: 33,001-38,513 (+)

48

IMGVR_UViG_3300045988_089174|3300045988|Ga0495776_016658: 18,021-23,690 (+)

26 31 32 34

MGV-GENOME-0369828: 17,922-23,591 (+)

31 32

MGV-GENOME-0338852: 28,941-35,924 (+)

36 41 42 44

IMGVR_UViG_3300045988_088345|3300045988|Ga0495776_141078: 17,276-23,619 (+)

30 31 32

IMGVR_UViG_3300045988_107483|3300045988|Ga0495776_016682: 43,094-49,150 (+)

60 66

uvig_50975: 18,291-23,895 (+)

31

uvig_252981: 41,940-49,267 (+)

55 56 57 60 61

MGV-GENOME-0369687: 43,361-49,587 (+)

54 55 56 57 59 60

MGV-GENOME-0369489: 41,940-49,419 (+)

53 55 57 58 61 62 63

uvig_309792: 57,608-64,537 (-)

8889

IMGVR_UViG_3300045988_092724|3300045988|Ga0495776_017890: 41,446-48,564 (+)

54 55 56

MGV-GENOME-0352033: 41,308-47,000 (+)

52 53 54

uvig_255658: 42,196-49,228 (+)

54 55 56 64

MGV-GENOME-0365170: 19,162-26,101 (+)

30 31

MGV-GENOME-0353830: 18,513-25,130 (+)

32 33

MGV-GENOME-0369783: 43,155-49,620 (+)

55 56 57

IMGVR_UViG_3300045988_099659|3300045988|Ga0495776_017893: 17,802-24,590 (+)

31 32 33 36

uvig_256370: 42,249-49,892 (+)

58 59 60

MGV-GENOME-0369736: 18,290-25,217 (+)

34 35 36

MGV-GENOME-0369192: 42,146-48,794 (+)

56 57 58

IMGVR_UViG_3300045988_098422|3300045988|Ga0495776_016698: 43,574-49,985 (+)

54 60 63

uvig_323221: 43,574-49,985 (+)

60

IMGVR_UViG_3300045988_099218|3300045988|Ga0495776_017869: 43,024-47,927 (+)

55 56

MGV-GENOME-0343870: 5,081-10,454 (+)

13 14

SAMN06164895_a1_ct45566_vs1: 42,280-47,343 (+)

51 57 58

uvig_57775: 42,042-47,120 (+)

56 57

uvig_74913: 35,803-40,894 (-)

6465

MGV-GENOME-0363545: 35,032-40,494 (+)

47 48 49

IMGVR_UViG_3300045988_086564|3300045988|Ga0495776_130108: 41,760-46,670 (+)

52 53

IMGVR_UViG_3300045988_093098|3300045988|Ga0495776_112104: 42,217-48,059 (+)

55 56 57

uvig_37942: 41,322-46,785 (+)

54 55

MGV-GENOME-0367839: 41,322-46,665 (+)

54 55

MGV-GENOME-0369689: 42,270-47,495 (+)

56

IMGVR_UViG_3300045988_082452|3300045988|Ga0495776_017867: 17,299-22,378 (+)

29

IMGVR_UViG_3300045988_114249|3300045988|Ga0495776_016672: 41,339-47,042 (+)

54 55 56

uvig_65390: 17,913-22,433 (+)

30

MGV-GENOME-0369763: 41,386-47,005 (+)

50 51 55 56

IMGVR_UViG_3300045988_091872|3300045988|Ga0495776_037580: 32,552-38,564 (+)

47

uvig_323876: 55,920-62,150 (-)

888990

MGV-GENOME-0368520: 41,320-47,175 (+)

56 57

MGV-GENOME-0369988: 42,236-48,564 (+)

48 49 50 56 57 58

MGV-GENOME-0359790: 40,487-46,231 (+)

52 53

MGV-GENOME-0369521: 15,595-22,287 (+)

SigE (VF0295) (CDS_0019)
20 22 26 27 28

uvig_313832: 16,953-23,910 (+)

29 30

3000 nt

unknown function virulence (VFDB)


