ribonucleotide reductase (CDS_0030) GroEL (VF0594) (CDS_0031) 32 33 34

HP-NAP (VF0052) (CDS_0036)
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| a O

R

38 39 40 41 42

—— O IEHOEDOEEETD

e —
MGV-GENOME-0369762:29,509-38,981 (+)

11

| a O

—

e ———————————————
IMGVR_UViG_3300045988_091593|3300045988|Ga0495776_074391: 5,485-14,905 (+)
HP-NAP (VF0052) (CDS_0013)
12 14

L D{ a s o B, N, B, B, B,

e ——
uvig_61206:8,605-15,854 (+)

35

| a O

MGV-GENOME-0369337:29,506-38,503 (+)

DNA binding protein (CDS_0012)

37

g, T o W N N B, B

35

| a O

|
uvig_37942:29,505-38,345 (+)

—C HOT OO

35 36

| H O

g W T oy O, O, O

"
uvig_99512:29,506-38,399 (+)

35

| Do O D —C  H A

|
IMGVR_UViG_3300008725_000013|3300008725|Ga0115670_1000132:29,643-38,700 (+)
homing endonuclease with GIY-YIG motif (CDS_0031)

| H b O

e ——
IMGVR _UViG_3300045988_107483|3300045988|Ga0495776_016682:29,506-39,295 (+)

| a O

——————————
uvig_56020: 5,485-14,556 (+)

| a O

e —
uvig_566993:5,485-14,324 (+)

41

| H b I,

——
IMGVR_UViG_3300045988_097369|3300045988|Ga0495776_017901:29,665-39,873 (+)

| " by I,

——————————————— ]
uvig_57775:29,506-39,063 (+)

homing endonuclease with GIY-YIG motif (CDS_0031)

| - — D[

I
uvig 55376:29,506-39,718 (+)
Gabija__GajB_2 (CDS_0004) 5 ribonucleotide reductase (CDS_0006) 10 11 12
) bs O A X H O O
uvig_313832:3,558-15,071 (+)
6 7 8 chaperonin groEL (CDS_0009) 13
\ ) ) — O 4 X H O OO0
MGV-GENOME-0353518: 5,805-14,050 (+)
11 14 15 16 18 19

| H I,

MGV-GENOME-0369378:5,451-15,571 (+)

| H I,

e ——
IMGVR_UViG_3300045988_117381|3300045988|Ga0495776_017852:5451-15,571 (+)
34

| M by D—

e ———————————————
IMGVR_UViG_3300045988_110895[3300045988|Ga0495776_004554:29,509-40,993 (+)
38 39 43

{0 a & HO- B il

MGV-GENOME-0368520:33,511-40,265 (+)
} 4000 nt i
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