
MGV-GENOME-0369901: 79,114-88,767 (+)

94 95 96

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0097)

98 99
endonuclease (CDS_0100)

DS-4__DS-4C (CDS_0101) 102 DS-4__DS-4A (CDS_0103) 104

uvig_519056: 79,548-88,039 (+)

97 103
DNA polymerase

uvig_148279: 3,733-14,873 (+)

dUTPase (CDS_0005) 8 12 DNA polymerase (CDS_0013)

uvig_542825: 54,551-65,644 (+)

87

IMGVR_UViG_3300014824_000001|3300014824|Ga0134492_1000157: 3,733-14,852 (+)

HEase_00030 homing (CDS_0008)

MGV-GENOME-0369736: 85,175-96,313 (+)

132

uvig_533828: 79,428-91,065 (+)

113 DNA polymerase (CDS_0118) 119

uvig_253727: 3,372-13,035 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0005)
6 7 8

uvig_110396: 56,950-65,588 (+)

71 72 73

MGV-GENOME-0369675: 78,913-89,587 (+)

98 99 100 104

MGV-GENOME-0345079: 63,590-70,909 (-)

101

4000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)


