
TemPhD_cluster_34774: 24,367-30,083 (+)

queuine tRNA-ribosyltransferase (CDS_0029)

30 31

HNH endonuclease (CDS_0032)

33

Abc2 anti-RecBCD (APIS020) (CDS_0034)

endonuclease (CDS_0035)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0036)

Erf-like ssDNA annealing protein (CDS_0037)

Erf recombination cofactor Arf (CDS_0038)
Kil protein for bacterial septation inhibition (CDS_0039)

CIII anti-termination (CDS_0040)

41

TemPhD_cluster_29096: 22,966-29,076 (+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0032)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0033)

38

TemPhD_cluster_59427: 22,966-29,446 (+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0032)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0033)

39 40

TemPhD_cluster_47886: 22,966-29,176 (+)

28 DEDDh_I_II_III_IV_V_VI_1 (CDS_0032)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0033)

TemPhD_cluster_58996: 25,813-29,749 (+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0035)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0036)

TemPhD_cluster_47394_: 25,813-29,903 (+)

endonuclease (CDS_0035)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0036)

TemPhD_cluster_58502: 31,410-36,857 (+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0040)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0041)

46 47 48 49

Ral anti-RM (APIS009) (CDS_0050)
superinfection exclusion (CDS_0051)

52

TemPhD_cluster_58565: 31,410-36,586 (+)

46 47 48
Ral anti-RM (APIS009) (CDS_0049)

superinfection exclusion (CDS_0050)

TemPhD_cluster_34909: 31,410-35,707 (+)

46 47

TemPhD_cluster_35028: 21,500-28,787 (+)

23 24 25 26 27 28 endonuclease (CDS_0031)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0032)

37

TemPhD_cluster_34902: 23,207-27,606 (+)

28 29
DEDDh_I_II_III_IV_V_VI_1 (CDS_0032)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0033)

recombinase (CDS_0035)
Kil protein for bacterial septation inhibition (CDS_0036)

TemPhD_cluster_32549: 20,697-26,110 (+)

18 19 20 21 23 24 25

TemPhD_cluster_36609_: 20,101-25,339 (+)

17 22 23 24 CIII anti-termination

TemPhD_cluster_41901: 20,637-27,178 (+)

20 21 22
DEDDh_I_II_III_IV_V_VI_1 (CDS_0025)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0026)
superinfection exclusion (CDS_0031)

32 33

TemPhD_cluster_47680_: 31,328-45,714 (+)

44
ParA-like partition protein (CDS_0045)

transcriptional repressor (CDS_0046)
transcriptional repressor (CDS_0047)

CII-like transcriptional activator (CDS_0048)

49 50 51 52 53 54
NinB/ Orf homologous recombination mediator (CDS_0055)

56 57

HNH endonuclease (CDS_0058)
NinG/ Rap DNA junction specific endonuclease (CDS_0059)

60
61

62
holin (CDS_0063)

64

5000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder)

anti-defence (dbAPIS)


