single strand DNA binding protein (CDS_0010)
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IMGVR_UViG_2675903567_000002|2675903567| 267598978_0| 156921-168911:4,328-6,543 (+)
15 14 13
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IMGVR_UViG_2687453227_000002|2687453227|2687453686|5172780-5182564:5,821-9,622 (-)
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IMGVR_UViG_2648501267_000001(2648501267|2648516397[178047-188564: 6,688-10,437 (-)
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IMGVR_UVIG_2675903282_000001|2675903282|2675954182|149867-160328: 161-3,910 (+)
1 2 transcriptional regulator (CDS_0003)
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IMGVR_UViG_2574180050_000003|2574180050|2574208566|116748-126510: 163-3,974 (+)

AbiLi-1 AbiLi (CDS_0015) 14
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IMGVR_UViG_2545824744_000001(2545824744|2545865008|1591207-1601868: 5,775-10,264 (-)

PDC-M55C_WP_090804557.1 (CDS_0001) FS_HP__HP (CDS_0002)

IMGVR_UViG_2684622812_000002|2684622812|2684649215|25886-36905: 234-5,249 (+)
15 14

—— I —
IMGVR_UVIG_2681813362_000002|2681813362|2681891658|150737-160541:5,675-9,805 (-)

PDC-M38B_WP_144863733.1 (CDS_0016) transcriptional regulator (CDS_0014)
PDC-M38A_WP_049069173.1 (CDS_0015)
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IMGVR_UVIG_2579779110_000001|2579779110|2579855449|444108-454304: 5,667-9,910 (-)

16 15 transcriptional regulator (CDS_0014)
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IMGVR_UVIG_2734482518 000001|2734482518|2734654989|46469-56769:5,674-10,301 (-)

17 Menshen__NsnA (CDS_0016) 15 14
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IMGVR_UViG_2721755595_000001|2721755595|2721801110|4505302-4516356: 5,761-11,055 (-)

Menshen__NsnA (CDS_0016) 15 14

IMGVR_UViIG_2917045514_000008|2917045514]2917045514(6476266-6486333:5,780-10,068 (-)
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IMGVR _UVIG_2579778948 000003|2579778948]2579834084(24990-36826:438-6,107 (+)
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