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2627 28 29 30[3233 34 35 36 3738 39 anaerobic ribonucleoside reductase large subunit (CDS_0040)

IMGVR_UViG_3300029875_000001|3300029875|Ga0245324_100233: 25,535-35,233 (+)
30 33
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MGV GENOME-0370637:25,903-34,796 (+)
3334353637 38 39 40 4142 43 48

uvig 50498:26,175-40,045 (+)
32 3334353637 38 39 40 4142 43

IMGVR_UViG_3300045988_091747|3300045988|Ga0495776_156907: 25,902-39,691 (+)
32 33343536 37 38 39 4041 4243

IMGVR_UViG_3300045988_076572|3300045988|Ga0495776_188193: 25,903-40,140 (+)
32 33 34353637 38 39 40 4142 43 44

— N E—
MGV-GENOME-0371914:25,892-40,498 (+)

33 34 35363738 39 40 41 4243 44

MGV-GENOME-4434653: 26,175-40,425 (+)
33 3435363738 39 40 41 4243 44

MGV-GENOME-0369445: 25,923-40,012 (+)
32 33 34353637 38 39 40 4142 43

IMGVR_UViG_3300045988_079220|3300045988|Ga0495776_174770:25,902-40,273 (+)
32 33 34353637 38 39 40 4142 43

IMGVR_UViG_3300045988_098930|3300045988|Ga0495776_017818:25,887-40,382 (+)
anaerobic ribonucleoside reductase large subunit (CDS_0049)

anaerobic ribonucleoside reductase large subunit (CDS_0051)
HNH endonuclease (CDS_0050)

32 3334353637 38 39 40 4142 43

uvwg_402663 25,890-40, 911( )
32 3334353637 38 39 40 4142 43 44

Y
el

MGV-GENOME-0358099: 25,913-40,055 (+)

Sigma M (VF0822) (CDS_0050) anaerobic ribonucleoside reductase large subunit (CDS_0061)
32 3334353637 38 39 40 4142 43 44 45 46 47 48 49 5152 53 54 55 56
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IMGVR_UViG_3300045988_129195|3300045988|Ga0495776_122324:25,903-50,671 (+)
32 3334353637 38 39 40 4142 43 44 45 46 47 48

S
©

\MGVR UViG_3300045988 185563|3300045988\630495776 122324|413O 115934:25,903-46,540 (+)
9000 nt {
DNA, RNA and nucleotide metabolism integration and excision unknown function virulence (VFDB)




