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PDC-519_WP_106843225.1 (CDS_0034) 37 3839 40
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holin (CDS_0028)

25 éT endolysin (CDS_0029) PDC-S19_WP_106843225.1 (CDS_0031)
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IMGVR_UViG_3300045988 078782|3300045988|Ga0495776_179584:18,685-29,611 (+)
26 27  Mycobactin (VF0299) (CDS_0028) 29 PDC-S19_WP_106843225.1 (CDS_0031)

———
uvig_309065:18,670-31,665 (+)
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