
TemPhD_cluster_50681: 26,680-34,754 (+)

35
PDC-S19_WP_106843225.1 (CDS_0036)

37 38 39 40 41 42 43 44 45
DNA methyltransferase (CDS_0046)

47 48 49 Sak4-like ssDNA annealing protein

MGV-GENOME-0266943: 24,627-31,573 (+)

36 37 38 39 45

uvig_291218: 26,320-35,081 (+)

37 4041 42 43 phosphoadenosine phosphosulfate reductase (CDS_0050)

IMGVR_UViG_3300045988_080445|3300045988|Ga0495776_160360: 25,692-33,359 (+)

35 38 39 40 46

OTU_3412: 24,750-31,903 (+)

35 36 41 Sak4-like ssDNA annealing protein (CDS_0044)

uvig_328090: 25,073-34,414 (+)

39 40 41 42 43 44

IMGVR_UViG_3300045988_070230|3300045988|Ga0495776_100910: 19,001-31,332 (+)

23 24 25 30 31 32 33 34 35

IMGVR_UViG_3300029496_000245|3300029496|Ga0244086_100031|27843-64551: 25,864-31,428 (+)

PDC-S19_WP_106843225.1 (CDS_0034) 37 38 39 40

IMGVR_UViG_3300045988_078782|3300045988|Ga0495776_179584: 18,685-29,611 (+)

25 26
27

holin (CDS_0028)

endolysin (CDS_0029) PDC-S19_WP_106843225.1 (CDS_0031)

uvig_309065: 18,670-31,665 (+)

26 27 Mycobactin (VF0299) (CDS_0028) 29 PDC-S19_WP_106843225.1 (CDS_0031)

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) virulence (VFDB)

tRNA


