
IMGVR_UViG_3300029337_000021|3300029337|Ga0243320_1000760: 29,212-37,238 (+)

41 42 43 44
DNA methyltransferase (CDS_0045)

46 47

phosphoadenosine phosphosulfate reductase (CDS_0048)

49
Sak4-like ssDNA annealing protein (CDS_0050)

51 52

uvig_158023: 34,336-42,637 (+)

transcriptional repressor (CDS_0042)

44
DNA methyltransferase (CDS_0048)

49 phosphoadenosine phosphosulfate reductase (CDS_0050)

MGV-GENOME-0217538: 24,605-31,112 (+)

41 42

MGV-GENOME-0349297: 30,371-36,368 (+)

44 45

OTU_3289: 27,322-34,593 (+); 1-2,208 (+)

DNA primase (CDS_0001)41 phosphoadenosine phosphosulfate reductase (CDS_0042)

MGV-GENOME-0338862: 33,988-39,745 (+)

49

uvig_572344: 27,442-35,406 (+)

DNA methyltransferase (CDS_0043)
45 phosphoadenosine phosphosulfate reductase (CDS_0046)

MGV-GENOME-0240585: 27,335-35,299 (+)

DNA methyltransferase (CDS_0043)

IMGVR_UViG_3300045988_072821|3300045988|Ga0495776_143880: 28,663-35,262 (+); 1-2,205 (+)

45 46

uvig_337565: 27,963-34,042 (+)

37 38 39 43

MGV-GENOME-0263024: 20,683-28,777 (+)

28 30 33 34 35 36

OTU_3412: 24,750-34,014 (+)

33 34 35 DNA methyltransferase (CDS_0040) 41 phosphoadenosine phosphosulfate reductase (CDS_0042)

MGV-GENOME-4421003: 26,996-33,583 (+)

35 40 41

MGV-GENOME-0290061: 20,850-28,625 (+)

30 endolysin (CDS_0031) 37 38

uvig_269022: 25,723-32,207 (+)

38 Sak4-like ssDNA annealing protein (CDS_0040) 41

IMGVR_UViG_3300045988_080445|3300045988|Ga0495776_160360: 28,627-36,615 (+)

39 40 45 46

IMGVR_UViG_3300029235_000278|3300029235|Ga0168722_100003|37353-71732: 27,729-34,370 (+)

DNA methyltransferase (CDS_0040) 41

uvig_466766: 23,377-30,659 (+)

DNA methyltransferase (CDS_0037) 38 39

OTU_3568: 27,432-33,202 (+)

40 41

MGV-GENOME-0228729: 24,009-29,961 (+)

39 40

IMGVR_UViG_3300045988_068851|3300045988|Ga0495776_001532: 27,136-33,388 (+); 1-2,208 (+)

40 41

uvig_475247: 25,007-32,531 (+)

41 42 phosphoadenosine phosphosulfate reductase (CDS_0043)

3000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function


