single strand DNA binding protein (CDS_0048) DNA methyltransferase (CDS_0052)

49 50 DNA primase (CDS_0051) 53 54 55 56 57 58 59 60

MGV-GENOME-0294378: 36,254-44,625 (+)

MGV-GENOME-0265824:30,515-38,856 (+)
53 54 55 60
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IMGVR_UViG_3300045988_047924|3300045988|Ga0495776_177764:36,163-44,538 (+)

45 46 metal-dependent phosphohydrolase (CDS_0050)
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ivig_3851:30,622-39,014 (+)
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MGV-GENOME-0236894: 25,684-34,070 (+)

35 36
I O g VU F— T—— T T W D ey W
MGV-GENOME-0223262:23,281-31,487 (+)

31 32
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MGV-GENOME-0204224:19,887-28,101 (+)

44 45

MGV-GENOME-0269947:30,080-38,247 (+)
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IMGVR_UViG_3300045988_039000|3300045988|Ga0495776_054023: 36,033-44,376 (+)

MGV-GENOME-0302470:31,241-39,634 (+)
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uvig_390138:43,387-51,733 (+)
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MGV-GENOME-0289686: 33,528-41,745 (+)
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MGV-GENOME-0262607: 30,571-38,290 (+)

46 47 53
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MGV-GENOME-0316026: 30,906-39,871 (+)
54 55
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MGV-GENOME-0295552: 36,303-43,824 (+)

53 54
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MGV-GENOME-0328572: 35,874-43,679 (+)

43 44 45
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MGV-GENOME-0277154: 30,113-37,888 (+)

46 47
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MGV-GENOME-0277449: 31,139-38 424 (+)
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IMGVR_UViG_3300045988_046284|3300045988|Ga0495776_169175: 35,965-43,248 (+)

MGV-GENOME-0321620:36,163-43,413 (+)

IMGVR_UViG_3300045988_052599|3300045988|Ga0495776_175503:32,027-39,277 (+)

MGV-GENOME-0254573: 26,289-33,561 (+)
exonuclease (CDS_0046) 53

. I ————————
MGV-GENOME-0293006: 33,728-42,717 (+)

DNA methyltransferase (CDS_0035) metal-dependent phosphohydrolase

MGV-GENOME-0238752: 24,480-32,752 (+)
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MGV-GENOME-0261398:29,096-38,076 (+)
3000 nt |
DNA, RNA and nucleotide metabolism other unknown function
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