ribonucleotide reductase (CDS_0024)
hosphofructokinase (CDS_0023) 25

Station124_SUR_ALL_assembly_NODE_1266_length_16053_cov_12.283785:12,830-16,053 (+)

1
- @ @@ saaaaaa———

Station123_SUR_ALL assembly NODE_1639_length 13614 _cov_12.224132:1-3,224 (-)

1
- @@ saaaaa———

Station52_ DCM_ALL assembly NODE_1584 length_11658 cov_45.151599:3-3,196 (-)
endonuclease
[17 22 23

Station102_SUR_SMARTER_KIT_NODE_506_length_12434 cov_7.176105:8,015-11,726 (+)
endonuclease (CDS_0009) 4

Station62_SUR_ALL_assembly_NODE_1534_length_13834_cov_32.434574:718-4,942 (-)

[
el

Station65_SUR_ALL assembly NODE 2563 length 12247 cov_30.011565:7,306-11,530 (+)

GspA (VF0167) (CDS_0022)
19 23

%ﬁ
I

Station65_DCM_ALL assembly NODE 2265 _length_12656 _cov_21.897945:7,897-12,655 (+)
GspA (VF0167) (CDS_0026)
endolysin (CDS_0027) 28

|%

Station124_MXL_ALL assembly NODE_1178_length_19041_cov_4.623933:10,600-19,039 (+)
GspA (VF0167) (CDS_0018)
endolysin (CDS_0019) 20 21

0 I
Station22 SUR_ALL _assembly NODE_1466 length 17768 _cov_9.447412:7,185-17,767 (+)
GspA (VF0167) (CDS_0003)
endolysin (CDS_0002) 1

e I
Station72_SUR_ALL_assembly NODE_1584 |ength_12187_cov_4.883284:2-5,589 (-)
GspA (VF0167) (CDS_0004)
endolysin (CDS_0003) 2 1

s R —  —
Station123_MXL_ALL_assembly NODE_1926_length_16640_cov_3.607356:3-7,681 (-)
GspA (VF0167) (CDS_0002)

I%
‘ H

Station25_SUR_ALL_assembly_NODE_2354_length_12365_cov_8.115353:1-4,912 (-)
GspA (VFQ167) (CDS_0002)

!%
In-

Station72_MES_ALL_assembly_ NODE_2749_length_11074_cov_9.395862: 1-4,222 (-)

GspA (VF0167) (CDS_0023)
24

I%
|

Station25_DCM_ALL assembly NODE_1855_length_14622 cov_15.231002: 10,146-14,622 (+)
GspA (VFQ167) (CDS_0002)

—
Station122_SUR_ALL assembly NODE_1253 length_14550 cov . 4351914 1-4,054 (-)
GspA (VF0167) (CDS_0024) 25 26 27

—
Station33_SUR_ALL _assembly NODE_838_length_20253 cov_6.773641:10,188-20,252 (+)

GspA (VF0167) (CDS_0029)
endolysin (CDS_0030) 31 32

i

Station18_DCM_ALL _assembly NODE_491_length 24285 cov_30.622575:12,038-24,283 (+)
4000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis other unknown function virulence (VFDB)
— I




