
Mycobacterium_phage_PHappiness: 43,327-48,579 (+)

64 65
Rnase H (CDS_0066)

67 DNA methyltransferase (CDS_0068) 69 70 71 72
replication initiation protein (CDS_0073)

74

Mycobacterium_phage_RitaG: 43,672-48,381 (+)

66 Druantia_II__DruM (CDS_0067)

Mycobacterium_phage_Leperchaun: 42,780-47,493 (+)

64 65 Druantia_II__DruM (CDS_0066)

Mycobacterium_phage_Doomphist: 42,475-48,445 (+)

61 62 63 64 68 69 Druantia_II__DruM (CDS_0070)

Mycobacterium_phage_Dorothy: 41,691-49,086 (+)

65
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0066)

DNA methyltransferase (CDS_0067) methyltransferase (CDS_0070)

NC_026596.1: 41,889-47,271 (+)

65
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0066)

DNA methyltransferase (CDS_0067)

Mycobacterium_phage_Scottish: 39,799-46,926 (+)

55 56 57 58 63 DNA methyltransferase (CDS_0064)

Mycobacterium_phage_KingMidas: 40,319-47,671 (+)

56 63 DNA methyltransferase (CDS_0064)

NC_051654.1: 39,903-47,256 (+)

64 Druantia_II__DruM (CDS_0065)

Mycobacterium_phage_OldBen: 40,079-47,750 (+)

65 DNA methyltransferase (CDS_0066)

Mycobacterium_phage_Geralt: 38,458-46,355 (+)

59

3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder)


