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IMGVR_UViG_3300045988_145506|3300045988|Ga0495776_174120:115,076-126,223 (+)
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MGV-GENOME-0376136:114,702-126,728 (+)
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IMGVR_UViG_3300045988_126351|3300045988|Ga0495776_089134:107,450-118,836 (+)
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uvig 594512:111,816-122,072 (+)
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MGV-GENOME-0373731:97,694-108,155 (+)
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IMGVR_UViG_3300045988_134834|3300045988|Ga0495776_174175:117,243-129,539 (+)
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IMGVR_UViG_3300045988_138198|3300045988|Ga0495776_180924:114,835-125,865 (+)
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