
MGV-GENOME-0368756: 84,735-92,080 (+)

79
tRNA-Gln(TTG)

80 81 82 83 84 85 86 87 88
HNH endonuclease (CDS_0089)

90 91 92 93

MGV-GENOME-0368290: 84,220-90,680 (+)

81 82 83
84

uvig_47371: 81,969-90,236 (+)

80 81 82 83 85 86

MGV-GENOME-0368852: 85,107-93,027 (+)

85 86 87 88
HEase_00002 homing (CDS_0089)

90 92 93

uvig_286849: 85,399-93,691 (+)

75 80 81 82 83 84 85 86 87 88 90

SAMN06164457_a1_ct5837: 82,863-91,251 (+)

74 75 80 81 82 HEase_00002 homing (CDS_0083)

NC_055878.1: 79,915-88,766 (+)

75 76 77 78 79 80 81 82 83 85 86

Shkoporov_2018_SRR6128104_NODE_3_length_101437_cov_127.221509: 79,915-88,711 (+)

75 76 77 78 79 80 81 82 83

uvig_153368_: 82,235-90,931 (+)

79 80 81 82 83 84 85 86 87 88 90

uvig_280556: 82,033-89,014 (+)

79 80 81 82 83

IMGVR_UViG_3300045988_079393|3300045988|Ga0495776_112088: 80,904-90,587 (+)

76 79 80 81 82 83 84 85 86 89 90

MGV-GENOME-0368020: 80,904-90,587 (+)

79 80 81 82 83 84 85 86

IMGVR_UViG_3300045988_072133|3300045988|Ga0495776_005022: 80,611-89,567 (+)

77 78 79 80 81 82

MGV-GENOME-0368829: 85,061-92,858 (+)

83 84 85 86 HNH endonuclease (CDS_0088)

uvig_38970: 82,191-95,681 (+)

82 83 84 85 86 87 88 89 HEase_00002 homing (CDS_0090) 96 97 98

MGV-GENOME-0368449: 82,350-95,828 (+)

82 83 84 85 86 87 88 89 HEase_00002 homing (CDS_0090)

IMGVR_UViG_3300045988_104912|3300045988|Ga0495776_004564: 86,180-97,341 (+)

81 82 8384 85 86 93

MGV-GENOME-0369006: 83,616-98,476 (+)

80 81 82 V_U4 CAS-V-F; (CDS_0084)
HNH endonuclease (CDS_0085)

86 87 HNH endonuclease (CDS_0088)
VCA0322 (CDS_0092)

93 9596

uvig_72516: 83,616-98,446 (+)

V_U4 CAS-V-F; (CDS_0084)
HNH endonuclease (CDS_0085)

86 87 HNH endonuclease (CDS_0088) 95

5000 nt
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