
uvig_153368_: 96,005-101,143 (+)

105 106 107 108 109 tRNA-Asn(GTT) 110 GroEL (VF0594) (CDS_0111) 112 113 114

MGV-GENOME-0368852: 96,155-102,987 (+)

100 105 106 107

MGV-GENOME-0368020: 94,898-100,525 (+)

102 103

IMGVR_UViG_3300045988_104912|3300045988|Ga0495776_004564: 96,889-103,055 (+)

99

MGV-GENOME-0369006: 97,254-103,084 (+)

99

uvig_72516: 97,254-103,054 (+)

95 99

IMGVR_UViG_3300045988_072133|3300045988|Ga0495776_005022: 93,637-101,159 (+)

98 99 100

SAMN06164457_a1_ct5837: 95,760-102,261 (+)

97 98 99

uvig_286849: 99,487-106,095 (+)

109 110

uvig_47371: 93,949-100,455 (+)

102 103 104 105

3000 nt

unknown function virulence (VFDB) tRNA


