
MGV-GENOME-0368756: 65,429-77,308 (+)

ribonucleoside-diphosphate reductase large subunit
52 53 54 55 56 57 58 59

COOH.NH2 ligase (CDS_0060)
glutamine amidotransferase (CDS_0061)

62 63
ribosomal protein S6 glutaminyl transferase (CDS_0064)

65 66

uvig_280556: 62,802-74,662 (+)

COOH.NH2 ligase (CDS_0052)

endonuclease (CDS_0053)
COOH.NH2 ligase (CDS_0054)

56

MGV-GENOME-0368829: 67,109-78,312 (+)

53
COOH.NH2 ligase (CDS_0058)

COOH.NH2 ligase (CDS_0059) 61

MGV-GENOME-0368020: 62,227-74,155 (+)

52 53 COOH.NH2 ligase (CDS_0054)

uvig_153368_: 65,407-76,032 (+)

COOH.NH2 ligase (CDS_0055) 57 58 62 63

Shkoporov_2018_SRR6128104_NODE_3_length_101437_cov_127.221509: 63,141-73,459 (+)

53

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function


