
TemPhD_cluster_32527: 12,753-26,168 (+)

DNA circularization

baseplate hub (CDS_0017)
18

baseplate wedge subunit (CDS_0019)

baseplate protein (CDS_0020)
baseplate wedge subunit (CDS_0021)

tail fiber protein (CDS_0022)

tail fiber assembly protein (CDS_0023)
DNA binding protein (CDS_0024)

25
transposase (CDS_0026)

TTSS-2 secreted effectors (VF0947) (CDS_0027)

28 29 30
excisionase (CDS_0031)
deoxyribonucleoside 5' monophosphate phosphatase (CDS_0032)

TemPhD_cluster_27726: 13,256-24,067 (+)

tail fiber protein (CDS_0023)
tail fiber assembly protein (CDS_0024)

cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (CDS_0025)

26

TemPhD_cluster_27892: 12,753-22,244 (+)

tail fiber protein (CDS_0022)
tail fiber assembly protein (CDS_0023)

24 26 27

TemPhD_cluster_50186: 13,242-22,730 (+)

tail fiber protein (CDS_0024) 25 26

TemPhD_cluster_50297: 11,582-24,685 (+)

DNA circularization (CDS_0015)
baseplate protein (CDS_0019)

baseplate protein (CDS_0020)
tail fiber protein (CDS_0022)

23 TTSS-2 secreted effectors (VF0947) (CDS_0024) 30 31

TemPhD_cluster_49841: 11,416-24,643 (+)

short tail fiber protein (CDS_0023)
tail fiber assembly protein (CDS_0024)

25 26 31 32 33

TemPhD_cluster_25856: 12,753-24,642 (+)

tail fiber protein (CDS_0022)
tail fiber assembly protein (CDS_0023)

24 tail fiber protein (CDS_0025)

TemPhD_cluster_36266: 13,242-25,966 (+)

tail fiber protein (CDS_0023)

tail fiber assembly protein (CDS_0024)
tail fiber assembly protein (CDS_0025)

tail fiber protein (CDS_0026)
Rck (VF0108) (CDS_0027)

TemPhD_cluster_35710_: 12,931-26,996 (+)

tail fiber protein (CDS_0021)
tail fiber assembly protein (CDS_0022)

23 TTSS-2 secreted effectors (VF0947) (CDS_0024) 29 30 31

TemPhD_cluster_32556: 13,242-26,698 (+)

tail fiber protein (CDS_0023)

tail fiber assembly protein (CDS_0024)
tail fiber protein (CDS_0025)

26

DNA invertase (CDS_0027)

UmuD-like protein (CDS_0028)
DNA polymerase (CDS_0029)

30

TemPhD_cluster_60717: 13,420-25,965 (+)

22 23
tail fiber assembly protein (CDS_0024)

tail fiber protein (CDS_0025)

DNA invertase (CDS_0026)
UmuD-like protein (CDS_0027)

DNA polymerase (CDS_0028)
29

TemPhD_cluster_19424: 12,752-25,429 (+)

short tail fiber protein (CDS_0022) 23 24
tail fiber protein (CDS_0025)

26

UmuD-like protein (CDS_0027)

28

TemPhD_cluster_33122: 13,242-24,091 (+)

tail fiber protein (CDS_0023) tail fiber protein (CDS_0024)

TemPhD_cluster_32524: 13,242-24,317 (+)

tail fiber protein (CDS_0023)
tail fiber protein (CDS_0024)

UmuD-like protein (CDS_0025)

DNA polymerase (CDS_0026)

IMGVR_UViG_2681813096_000006|2681813096|2681851719|85166-133337: 13,242-22,835 (+)

tail fiber protein (CDS_0023) tail fiber protein (CDS_0024)

TemPhD_cluster_42124: 12,756-23,661 (+)

short tail fiber protein (CDS_0022)
tail fiber protein (CDS_0023)

DNA binding protein (CDS_0024)
UmuD-like protein (CDS_0025)

DNA polymerase (CDS_0026)

TemPhD_cluster_27171: 12,919-26,822 (+)

tail fiber protein (CDS_0021)

tail fiber protein (CDS_0022)
tail fiber assembly protein (CDS_0023)

tail fiber protein (CDS_0024)
DNA invertase (CDS_0025)

UmuD-like protein (CDS_0026)

DNA polymerase (CDS_0027) deoxyribonucleoside 5' monophosphate phosphatase (CDS_0032)

IMGVR_UViG_2849900530_000004|2849900530|2849900530|2134006-2184635: 12,931-23,465 (+)

tail fiber protein (CDS_0021)

tail fiber protein (CDS_0022)

23
O-acetyltransferase (CDS_0024)

25

TemPhD_cluster_12801: 12,895-23,248 (+)

21 22 23

TemPhD_cluster_61136: 12,753-24,362 (+)

22 23 24
O-acetyltransferase (CDS_0025)

26

TemPhD_cluster_60692: 12,895-24,491 (+)

21 22 23
O-acetyltransferase (CDS_0024)

25

TemPhD_cluster_49202: 12,928-23,158 (+)

short tail fiber protein (CDS_0021) 22 23

TemPhD_cluster_41737: 12,931-22,942 (+)

short tail fiber protein (CDS_0021)
tail fiber assembly protein (CDS_0022)

23

TemPhD_cluster_24709: 13,241-23,826 (+)

short tail fiber protein (CDS_0023)

tail fiber assembly protein (CDS_0024)

25

UmuD-like protein (CDS_0026)
DNA polymerase (CDS_0027)

28

TemPhD_cluster_24520: 13,393-23,752 (+)

short tail fiber protein (CDS_0022)
tail fiber assembly protein (CDS_0023)

24 27

TemPhD_cluster_36038: 12,752-27,213 (+)

short tail fiber protein (CDS_0022)

tail fiber assembly protein (CDS_0023)
TTSS-2 secreted effectors (VF0947) (CDS_0024)

UmuD-like protein (CDS_0025)
DNA polymerase (CDS_0026) 31

queuine tRNA-ribosyltransferase (CDS_0032)
33

TemPhD_cluster_36011_: 12,752-27,274 (+)

short tail fiber protein (CDS_0022)

tail fiber assembly protein (CDS_0023)
TTSS-2 secreted effectors (VF0947) (CDS_0024)

UmuD-like protein (CDS_0025)
DNA polymerase (CDS_0026)

TemPhD_cluster_29853: 12,874-26,114 (+)

tail fiber protein (CDS_0021)
DarTG__DarG (CDS_0022)

tail fiber assembly (CDS_0023)

Rck (VF0108) (CDS_0024)

TemPhD_cluster_50080: 12,922-25,346 (+)

tail fiber protein (CDS_0021) 22 Rck (VF0108) (CDS_0023)

TemPhD_cluster_40828: 12,913-21,152 (+)

tail fiber protein (CDS_0021)
tail assembly chaperone (CDS_0022)

Rck (VF0108) (CDS_0023)

TemPhD_cluster_32601: 12,741-24,001 (+)

tail fiber protein (CDS_0022)
tail fiber assembly (CDS_0023)

24 DNA binding protein (CDS_0025)

TemPhD_cluster_42316: 12,752-24,424 (+)

tail fiber protein (CDS_0022)
tail fiber protein (CDS_0023)

DNA binding protein (CDS_0024)
UmuD-like protein (CDS_0025)

DNA polymerase (CDS_0026)

TemPhD_cluster_23651_: 12,928-23,278 (+)

tail fiber protein (CDS_0021)
tail fiber assembly (CDS_0022)

23

TemPhD_cluster_49714: 12,919-26,596 (+)

tail fiber protein (CDS_0021) 22
DNA binding protein (CDS_0023)

24 TTSS-2 secreted effectors (VF0947) (CDS_0025)

TemPhD_cluster_31801: 12,895-23,004 (+)

tail fiber protein (CDS_0021)
DarTG__DarG (CDS_0022)

tail fiber assembly (CDS_0023)

24
UmuD-like protein (CDS_0025)

DNA polymerase (CDS_0026)

IMGVR_UViG_2636415944_000002|2636415944|2636489702|2600252-2645089: 12,753-21,008 (+)

short tail fiber protein (CDS_0022)

tail fiber protein (CDS_0023)

tail fiber assembly protein (CDS_0024)

O-acetyltransferase (CDS_0025)
26

TemPhD_cluster_17483: 12,901-27,615 (+)

tail fiber protein (CDS_0021) 22 23 24 25 27
PD-Lambda-5_B_WP_110365848.1 (CDS_0028)

29 30
excisionase (CDS_0031)

32

TemPhD_cluster_60676: 12,964-27,685 (+)

tail fiber protein (CDS_0021) 22 23 24

IMGVR_UViG_2568526206_000004|2568526206|2568554731|41618-87334: 12,901-20,038 (+)

tail fiber protein (CDS_0021) 22 23 24 25

TemPhD_cluster_40867: 12,937-29,803 (+)

tail fiber protein (CDS_0021)
tail fiber assembly (CDS_0022)

23

UmuD-like protein (CDS_0024)

DNA polymerase (CDS_0025)

6000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


