minor tail protem (CDS_0033) anti-CRISPR-Cas evasion by DNA repair (AP1S109) (CDS_0046)

minor tail pr proteln (CDS_0034) Lom outer membrane protein (CDS_0038) RecT-like ssDNA annealing protein (CDS_0047)
tail length tape measure protein (CDS_0032) integrase (CDS_0040) 43 45
tailassembly protein | | 35 36 37 39 41 421 44] Gam anti-RecBCD (APIS092) (CDS_0048)
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IMGVR_UViG_2724679138_000001|2724679138|2724712180|38934-90921: 20,729-35,461 (+)

integrase (CDS_0037)
central tail fiber J (CDS_0036) 38 oMTase_00010 orphan (CDS_0041)
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IMGVR_UViG_2778261394_000010|2778261394|2778307056|3-48923:20,762-33,161 (+)

y (s 00i0) | 42 o

DarTG__DarG (CDS_0041)
Lom outer membrane protein (CDS_0039) integrase (CDS_0044)
tail fiber protein (CDS_0038) tail fiber protein (CDS_0040) 42 43 45

IMGVR _UViG_2711768053 000019|2711768053|2711778347|39329-94470:20,730-39,910 (+)
Lom outer membrane protein (CDS_0042)
tail fiber protein (CDS_0045)
tail protein (CDS_0043) integrase (CDS_0047)
tail fiber protein (CDS_0041) 44 46 48  Dnd_DndB (CDS_0050)
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IMGVR_UViG_2923302340_000009|2923302340|2923302340|4003305-4058297: 23,435-42,071 (+)
Lom outer membrane protein (CDS_0039)
tail protein (CDS_0040) integrase (CDS_0045)
tail fiber protein (CDS_0038) 41 42 43 44 46
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IMGVR_UVIG_2563366819_000003|2563366819]2563391605|50554-106285: 20,726-39,993 (+)

Lom outer membrane protein (CDS_0040) Pla (VF0139) (CDS_0046)
tail fiber assembly (CDS_0042) integrase (CDS_0048)
tail fiber protein (CDS_0039) tail fiber protein (CDS 0041) | 43 44 45 47 49 51
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TemPhD_cluster_46232:20,917-41,999 (+)
integrase (CDS_0036)
30 minor tail protein (CDS_0031) 35 37
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IMGVR_UViG_3300029068_000041|3300029068|Ga0169188_ 10076|21884 69031:19,928- 30 674 (+)
minor tail protein (CDS_0035)
integrase (CDS_0036)
major tail protein (CDS_0030) \ 37
e — e
IMGVR_UVIG_2541047706 OOOOO3|2541047706\2541168780|279274 324534: 19 144-28,442 (+)
Lom outer membrane protein (CDS_0039)
tail fiber protein (CDS_0042)
tail protein (CDS_0040) lcsP (SopA) (VF0122) (CDS_0045) excisionase (CDS_0050)
tail fiber protein (CDS_0038) 41 43 44 4647 48 49 ] 51
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IMGVR_UViG_2740892042_000003|2740892042|2740906191(65106-126921: 20,685-42,884 (+)
excisionase (CDS_0042)
tail protein (CDS_0039)

tail fiber protein (CDS_0038) T41 43
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IMGVR_UViG_2541047794_000002|2541047794|2541172818|2-51930:21,267-36,193 (+)

Lom outer membrane protein (CDS_0036) DS-45__DS-45 (CDS_0039)
tail fiber protein (CDS_0035) tail protein (CDS_0037) 38 40 41 42 43 44 4546

TemPhD_cluster_56907:20,434-42,892 (+)
excisionase (CDS_0047)

head protein (CDS_0045] [
Lom outer membrane protein (CDS_0039) RM_Type_IV_FAM_2 (CDS_0043) integrase (CDS_0046)
38 tail fiber protein (CDS_0040) 41 42 44 | | 48

IMGVR_UViG_2698536610_000002|2698536610|2698576468|99216-157144:20,732-43,973 (+)

excisionase (CDS_0039)
37 38 40 42 queuine tRNA-ribosyltransferase (CDS_0044)
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IMGVR_UViG_2541047789_000001|2541047789|2541172554|128959-175166:20,675-31,757 (+)
PDC-M50A_WP_058056640.1 (CDS_0042)
T PtuB1_00025 Unknown (CDS_0044)
ThsB1_00014 TIR-like (CDS_0041)
Lom outer membrane protein (CDS_0039) PtuA1_00015 AAA (CDS_0043)
tail fiber protein (CDS_0038) | tail fiber protein (CDS_0040) | 4546 47
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queuine tRNA-ribosyltransferase (CDS_0043)
Lom outer membrane protein (CDS_0037) integrase (CDS_0040)
tail fiber protein (CDS_0036) tail protein (CDS_0038) 39 41 42 44
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IMGVR_UViG_2563366830_000017|2563366830|2563392224(24115-78290:21,154-40,923 (+)
queuine tRNA-ribosyltransferase (CDS_0040)
integrase (CDS_0037) Kil protein for bacterial septation inhibition (CDS_0048)
central tail fiber J (CDS_0036) 38 39 41 4243 49 Cl-like repressor (CDS_0050)
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IMGVR_UViG_2563366829_000014|2563366829|2563392128|67323-116517:21,154-38,004 (+)
Lom outer membrane protein (CDS_0040)
T tail fiber protein (CDS_0042)
central tail fiber J (CDS_0039) tail fiber protein (CDS_OO41)_f 43 44 45 46

IMGVR_UViG_2721755676_000007(2721755676|2721801241|3329070-3389711:20,728-40,193 (+)
Lom outer membrane protein (CDS_0038) integrase (CDS_0042)
tail fiber protein (CDS_0037) tail fiber protein (CDS_0039) 40 41 43 44

IMGVR_UViG_2609459860_000005|2609459860|2609504448|25161-80809: 20,727-40,575 (+)
integrase (CDS_0038)

39 40
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uvig_367961:21,143-31,240 (+)

tail length tape measure protein (CDS_0033) tail fiber protein (CDS_0042)

tail length tape measure protein (CDS_0034) Lom outer membrane protein (CDS_0040) integrase (CDS_0044)
minor tail protein (CDS_0036) tail fiber protein (CDS_0039) tail fiber protein (CDS_0041) 43 45 46
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IMGVR_UViG_2721755643_000007|2721755643|2721801174|3322179-3379455:19,896-40,085 (+)
queuine tRNA-ribosyltransferase (CDS_0041)
excisionase (CDS_0037)

minor tail protein (CDS_0035) 36 T 38 40 47 FS_HsdR like_DUF6731(CDS_0048)
- —— . e —
IMGVR_UViG_2541047715_000005|2541047715|2541169168|129174-172558:20,248-32,125 (+)
k 9000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation
I L] |
unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) tRNA pseudogene
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