
IMGVR_UViG_3300045988_040174|3300045988|Ga0495776_169381: 37,084-45,610 (+)

primase (CDS_0055)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0063)
64

6566 67
integrase (CDS_0068)

69

IMGVR_UViG_3300045988_060037|3300045988|Ga0495776_091077: 37,085-45,799 (+)

59 60

IMGVR_UViG_3300045988_061716|3300045988|Ga0495776_174486: 37,086-43,505 (+)

59 60

uvig_267321: 37,562-43,600 (+)

60 63

MGV-GENOME-0319269: 38,373-44,068 (+)

62

MGV-GENOME-0340903: 38,245-43,938 (+)

61 64

IMGVR_UViG_3300045988_029654|3300045988|Ga0495776_187280: 37,188-44,040 (+)

60 63

MGV-GENOME-0313896: 38,238-46,712 (+)

62 68
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0069)

70

IMGVR_UViG_3300006502_000009|3300006502|Ga0100528_100429: 38,022-46,554 (+)

60 62 70

MGV-GENOME-0330599: 38,238-46,636 (+)

60

MGV-GENOME-0331232: 38,378-46,552 (+)

63 69

IMGVR_UViG_3300029830_000133|3300029830|Ga0245137_100375: 38,365-46,813 (+)

63 69

MGV-GENOME-0330523: 38,362-46,586 (+)

63

MGV-GENOME-0337601: 38,361-44,844 (+)

63

uvig_84320: 38,238-43,504 (+)

63 64
65

66

MGV-GENOME-0299522: 40,631-44,218 (+)

65

MGV-GENOME-0276892: 2-3,281 (-)

1

IMGVR_UViG_3300045988_038938|3300045988|Ga0495776_118232: 38,563-43,502 (+)

63 64

IMGVR_UViG_3300023505_000280|3300023505|Ga0257035_100009|185336-245283: 38,565-47,548 (+)

64 65 68 72

uvig_161440: 38,633-43,998 (+)

66
67

68 69

IMGVR_UViG_3300045988_053231|3300045988|Ga0495776_157348: 38,861-47,137 (+)

66
67

68 69

uvig_166591: 38,566-43,505 (+)

63 64

IMGVR_UViG_3300045988_040627|3300045988|Ga0495776_146577: 38,581-46,621 (+)

64 65

IMGVR_UViG_3300029558_000174|3300029558|Ga0245036_100005|431801-492145: 38,283-43,902 (+)

64 66
67

68

MGV-GENOME-0330428: 38,238-46,056 (+)

62

MGV-GENOME-0333923: 38,177-46,340 (+)

63 65

IMGVR_UViG_3300045988_039993|3300045988|Ga0495776_164104: 38,177-46,340 (+)

63 65

IMGVR_UViG_3300029816_000135|3300029816|Ga0244888_100042|121884-182115: 38,566-47,831 (+)

64
65

66 70

uvig_246454: 39,024-45,118 (+)

64 65 integrase (CDS_0066)

uvig_46188: 34,734-56,904 (+)

60 regulator of chromosome condensation (CDS_0061)
Septu__PtuA (CDS_0062)

63 64

tet_protect-NCBIFAM tetracycline resistance ribosomal protection protein (NF012153.1) (CDS_0065)

66 67 68 69 70 71 72 73

uvig_193430: 38,563-59,118 (+)

63 64
65

66 67 68 69 70 71 72 73 74 75 endolysin (CDS_0076) 77 78 7980 81 82 83 84858687 88 89
anti-CRISPR-Cas (AcrIIA11) (CDS_0090)

8000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other unknown function defence (DefenseFinder) anti-defence (dbAPIS) AMR (AMRFinderPlus)


