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replicati‘on initiation protein (CDS_0054)
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IMGVR _UViG_3300045988_035523|3300045988|Ga0495776_007110: 28,743-39,365 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0054)
Erf-like ssDNA annealing protein (CDS_0053)
replicatfon initiation protein (CDS_0055)
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Holliday junction resolvase (CDS_0066)
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P_204471233.1 (CDS_0059)
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MGV-GENOME-0269687:29,278-39,403 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0054)
Erf-like ssDNA annealing protein (CDS_0053)
replicatfon initiation protein (CDS_0055)
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IMGVR _UViG_3300045988_039360|3300045988|Ga0495776_071934:29,278-39,403 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0053)
Erf-like ssDNA annealing protein (CDS_0052)
replicatfon initiation protein (CDS_0054)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0053)
Erf-like ssDNA annealing protein (CDS_0052)
replicatfon initiation protein (CDS_0054)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0054)
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replication initiation protein (CDS_0055) PDC-M11B WP 204471233.1 (CDS_0061)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0054)
Erf-like ssDNA annealing protein (CDS_0053)
replication initiation protein (CDS_0055)
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52 53 54 55 56 57 59 60
OO U ) L L ), D B, Dy I B,
MGV-GENOME-0259491:28,776-37,550 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0053)
Erf-like ssDNA annealing protein (CDS_0052)
replicaﬁon initiation protein (CDS_0054)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0053)
Erf-like ssDNA annealing protein (CDS_0052)
replication initiation protein (CDS_0054)
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MGV-GENOME-0271345:28,742-39,739 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0053)

Mom-like DNA modification protein (CDS_0058)

Erf-like ssDNA annealing protein (CDS_0052)
replicatfcn initiation protein (CDS_0054) ‘
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IMGVR_UViG_3300045988_034131|3300045988|Ga0495776_085772:28,731-37,720 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0053)

Mom-like DNA modification protein (CDS_0058)

Erf-like ssDNA annealing protein (CDS_0052)
replicatfon initiation protein (CDS_0054) ‘
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Erf-like ssDNA annealing protein (CDS_0041)
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MGV-GENOME-0268380: 25,145-32,019 (+)

site-specific recombination directionality factor RDF (CDS_0060)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0054)
replication initiation protein (CDS_0055)

Erf-like ssDNA annealing protein (CDS_0053) DNA methyltransferase (CDS_0057)
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IMGVR_UViG_3300045988_006620|3300045988|Ga0495776_128595:28,994-38,514 (+)

site-specific recombination directionality factor RDF (CDS_0056)

DNA methyltransferase (CDS_0053)
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MGV-GENOME-0251611:28,994-36,196 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0053)

RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0056)

Erf-like ssDNA annealing protein (CDS_0052)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0053)
RM_Type_ll__Type_ll_MTases_FAM_2 (CDS_0056)
Erf-like ssDNA annealing protein (CDS_0052) PDC-M11B_WP_204471233.1 (CDS_0059)
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PDC-M11B_WP_204471233.1 (CDS_0057)

single strand DNA binding protein (CDS_0052) RM_Type_II_Type_ll_MTases_FAM_2 (CDS_0056)
SspD_00001 SspD (CDS_0054)
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PDC-M11B_WP_204471233.1 (CDS_0057)

single strand DNA binding protein (CDS_0052) RM_Type_II_Type_ll_MTases_FAM_2 (CDS_0056)
SspD_00001 SspD (CDS_0054)
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51replication initiation protein (CDS_0053)
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DNA, RNA and nucleotide metabolism head and packaging
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integration and excision other unknown function defence (DefenseFinder)

defence (PADLOC)

dATP / dGTP pyrophosphohydrolase (CDS_0069)
terminase small subunit

anti-defence (dbAPIS)




