20 22 anti-RM (APIS136) (CDS_0028) lipoprotein (CDS_0036)
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MGV-GENOME-0277856: 12,814-36,068 (+)
anti-RM (APIS136) (CDS_0028)
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MGV-GENOME-0281133:12,814-36,722 (+)
anti-RM (AP1S136) (CDS_0032)
26 2728 29 30 31 3334 35 36 37 _protease (CDS_0038)
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MGV-GENOME-0317638:12,810-47,321 (+)
anti-RM (APIS136) (CDS_0028)
26 27 2930 31 32 33 _protease (CDS_0034) 39 40 41

MGV GENOME 0295978 12,813-36,454 (+)
anti-RM (APIS136) (CDS_0027)

26 2829 30 31 _protease (CDS_0032)
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MGV GENOME 0294201 12,813-36,173(+)

anti-RM (APIS136) (CDS_0035)
26 27 28 29 30 31 32 33 34 3637 38 39 40 _protease (CDS_0041)
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IMGVR _UViG_3300029181_000132|3300029181|Ga0167506_100014|73075-125983:12,813-47,173 (+)
tet_protect_Q-NCBIFAM tetracycline resistance ribosomal protection protein Tet(Q) (NFO12154.0) (CDS_0026)

RtcR_PspF1--CARF_AAA_HTH_RtcR_PspF1--CARF_AAA_HTH (CDS_0028) Reverse transcriptase (CDS_0039)
DNA helicase (CDS_0031) anti-RM (APIS136) (CDS_0036)
27 29 30 32 33 34 35 3738 | 40 41
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Han 2018 ERR1398177 NODE. 148 length. 54582 Cov. 46.198232: 12.813-48,846 (1)
anti-RM (APIS136) (CDS_0028)

tRNA-Arg(CCT)
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MGV-GENOME-0276870:12,691-35,864 (+
PDC-M64C_WP_110053925.1 (CDS_0027)
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MGV-GENOME-0240619:12,813-29,578 (+)
Michele_1A_hits_grouped (CDS_0026) 27

MGV GENOME 0263165:12,813-31,625 (+)
10000 nt i
DNA, RNA and nucleotide metabolism other tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA
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