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IMGVR_UViG_2908160063_000001|2908160063]2908160064|108313-142361: 16,782-26,183 (+)
DNA binding protein (CDS_0028)
27 REase_|_00001 Type (CDS_0029) 30 31 32
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IMGVR_UViG_2718217984_000002|2718217984|2718228338|2339063-2381032: 16,983-33,580 (+)

tail fiber protein (CDS_0026) 28 thymidine kinase (CDS_0029)

IMGVR _UViG_640427151 000008\640427151\640427158\764600 798695 16,670-26,511 (+)
27  transcriptional repressor (CDS_0028) Kil protein for bacterial septation inhibition (CDS_0033)
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IMGVR _UVIG_640196212 000004|640196212]640196229|3-34571:16,663-26,971 (+)
tail fiber assembly (CDS_0024)

baseplate hub (CDS_0018) 23 25 26 transcriptional repressor (CDS_0027)
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IMGVR_UViG_2562617060_000004(2562617060|2562623251(225- 34866 14,850-26,156 (+ )
transposase (CDS_0030)
27 28 29 transcriptional repressor (CDS_0031)

IMGVR_UViG_645058807_000002|645058807]645076499]811221-849302: 16,665-29. 892( )
transposase (CDS_0028) 33 34

IMGVR_UVIG_2671180340_000004|2671180340(2671215629: 16,549-25,353 (+)
DNA transposition protein (CDS_0031)
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IMGVR_UViG_2690315733_000010|2690315733|2690319740|58122-90740: 17,726-26,461 (+)
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