anti-CRISPR-Cas (AcrIB) (CDS_0029) transcriptional regulator (CDS_0045)
holin (CDS_0027) anti-SOS response (AP1S178) (CDS_0040) EpZ.S-Iike ssDNA binding protein and ssDNA annealing protein (CDS_0051)
25 metallo-protease (CDS_0034) 42 46 exonuclease (CDS_0050)
21 22 23 24[26 | 28 30 31 32 33 | 353637 38 39 41 143 44 T47 48 49
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IMGVR_UViG_3300045988_099171|3300045988|Ga0495776_027435:15,489-33,469 (+)

transcriptional regulator (CDS_0040)
anti-CRISPR-Cas (AcrIB) (CDS_0029) anti-SOS response (AP1S178) (CDS_0035)
holin (CDS_0027) 32 37
2628 | 30 31 [33 34 36 (38 39 43
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MGV-GENOME-0260648: 15,489-30,066 (+)
anti-CRISPR-Cas (AcrIB) (CDS_0029)

holin (CDS_002 ? ) metallo-protease (CDS_0034)
26 | 28 endolysin (CDS_0030) 31 32 33 | 35
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SRS077454_al_ct16667_vs1:15489-28373 (+)
transcriptional regulator (CDS_0044)
anti-CRISPR-Cas (AcrIB) (CDS_0029) transcriptional regulator (CD§_0042)
holin (CDS_0027) 38 40 DNA polymerase (CDS_0049)
26 28 | 30 31 32 33 34 35 36 37 [39]41]43 48 DNA primase (CDS_0050) 51 DNA helicase (CDS_0052)
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MGV-GENOME-0258555:15,489-36,150 (+)
anti-SOS response (AP1S178) (CDS_0027)
transcriptional regulator (CDS_0032)
29
26 28 13031 35
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MGV-GENOME-0225710: 15,489-24,008 (+)

anti-SOS response (API1S178) (CDS_0026)
28
27 12930  transcriptional regulator (CDS_0031)
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MGV-GENOME-0226080: 15,489-24,083 (+)

holin (CDS_0027)
29
26 28 T?@l transcriptional regulator (CDS_0032)
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MGV-GENOME-0224959: 15,489-23,874 (+)
transcriptional regulator (CDS_0034)
30 32
26 27 28 29 [31[33|35 transcriptional regulator (CDS_0036)
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MGV-GENOME-0234297:15,492-25,665 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0033)
PDC-M69A WP_216276383.1 (CDS_0041)
retron_type_VI_hth_cluster2_1(CDS_0043)
anti-SOS response (APIS132) (CDS_0039)

anti-CRISPR-Cas (AcrIB) (CDS_0029) T t transcriptional regulator (CDS_0049)
HitABC (VF0268) (CDS_0031) trans‘criptiona‘ regulatqr (CDS_0042)
hoIin(CDS_002‘) VirR/VirS (VF0791) (CDS_0034) transcriptional repressor (CDS_0040) 45 47
26 | 28 endolysin (CDS_0030) 32 | 35 36 37 38 | T | | | 44 J467]48/50 transcriptional regulator (CDS_0051)

I N —
uvig 447516:15,489-37,461 (+)
PDC-M69A_WP_216276383.1 (CDS_0032)

T transcriptional regulator (CDS_0040)
anti-SOS response (AP1S132) (CDS_0030) 36 38

26 27 28 29 31 | 33 34 35 [37]39|41 transcriptional regulator (CDS_0042)
DD & @D &0 @Obipa— oDl ODEEDED
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MGV-GENOME-0259794:15,489-29,912 (+)
retron_type_VI_hth_cluster2_1 (CDS_0034)
27 28 29 30 31 32 33 T 35 36 37 38

L J I
MGV-GENOME-0250765: 16,216-28,360 (+)
retron_type_VI_hth_cluster2_1 (CDS_0034)

transposase (CDS_0028) transcriptional regulat& (CDS_0033)
transposase (CDS_0027, 29 30 31 32 | 35 36 37 38

| I
MGV-GENOME-0257787:16,217-29,569 (+)
transcriptional regulator (CDS_0039)

anti-CRISPR-Cas (AcrIB) (CDS_0030) metallo-protease(TDS_OOGS)
holin (CDS_0028) mads_1(CDS_0035) retron_type VI_hth_cluster2_1 (CDS_0040)
27129 | 31 32 3334 | 36 37 | | T 41 42 43 44
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MGV-GENOME-0303861:16,217-32,498 (+)

anti-CRISPR-Cas (AcrIB) (CDS_0029)
holin (CDS_0027)
2628 | 30 31

L J__ L [ ]
MGV-GENOME-0218560: 15,489-27,242 (+)
holin (CDS_0027)
26128

I — E—
MGV-GENOME-0208925: 15,489-25497 (+)
27 28

— — - —
MGV-GENOME-0211338:16,216-25,931 (+)
PDC-547_WP_148603747.1 (CDS_0042)

anti-CRISPR-Cas (AcrIB) (CDS_0030) transcriptional regulator (CDS_0039)
holin (CDS_0028) superinfection exclusion (CDS 0037)
27129 | 31 32 3334  35AbiD_AbiD (CDS_0036) 38 | 4041 43
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MGV-GENOME-0282096:16,216-33,691 (+)
8000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function
— I

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




