
IMGVR_UViG_3300045988_169461|3300045988|Ga0495776_005005: 23,223-32,477 (+)

24 25 Gabija__GajB_2 (CDS_0026) 27 28 29 30
shah_acc_0023 found (CDS_0031)

32 33 34 35 36 37 38 39

SAMN10290184_a1_ct447: 24,793-32,756 (+)

29 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0030)

IMGVR_UViG_3300045988_166937|3300045988|Ga0495776_075697: 24,640-32,959 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0032)
35

IMGVR_UViG_3300045988_165793|3300045988|Ga0495776_143254: 23,667-30,837 (+)

31

IMGVR_UViG_3300045988_164986|3300045988|Ga0495776_004583: 25,005-32,927 (+)

30 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0031)

MGV-GENOME-0359180: 25,005-32,927 (+)

30 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0031)

IMGVR_UViG_3300045988_163025|3300045988|Ga0495776_112097: 24,908-34,985 (+)

25 29 32 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0034)

MGV-GENOME-0368260: 23,686-32,824 (+)

DNA helicase (CDS_0026) 30 31

IMGVR_UViG_3300045988_162609|3300045988|Ga0495776_183501: 24,268-33,637 (+)

Cas14u CAS-V-F; (CDS_0031)

MGV-GENOME-0367163: 22,429-32,346 (+)

30 31 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0032)

Ma_2019_SRR341635_NODE_27_length_104491_cov_7.616397: 24,889-34,520 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0033)
34 cas12f2_V-F_3 (CDS_0037) 41

MGV-GENOME-0367981: 24,159-32,624 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0031)
32

IMGVR_UViG_3300045988_161606|3300045988|Ga0495776_112029: 23,966-33,992 (+)

33
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0034)

uvig_101732: 104,003-104,377 (+); 1-10,351 (+)

DNA helicase (CDS_0001) 5
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0006)

8

MGV-GENOME-0368597: 103,568-103,942 (+); 1-10,351 (+)

5 8

MGV-GENOME-0358898: 23,752-35,407 (+)

31 33 34 35 40 41

IMGVR_UViG_3300045988_163380|3300045988|Ga0495776_188390: 2,998-8,045 (+)

6 8

MGV-GENOME-0362316: 22,064-31,451 (+)

24
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0029)

31

IMGVR_UViG_3300045988_163084|3300045988|Ga0495776_164556: 26,853-36,516 (+)

33 36 37 38 43

MGV-GENOME-0368436: 26,032-32,062 (+)

33 34 35

MGV-GENOME-0366349: 26,637-36,678 (+)

36 37 38 44

MGV-GENOME-0354374: 26,525-36,259 (+)

33 34 35 36

IMGVR_UViG_3300045988_163334|3300045988|Ga0495776_004465: 26,123-37,069 (+)

37 38
shah_acc_0023 found (CDS_0039)

40 45

MGV-GENOME-0368608: 26,123-37,069 (+)

37 38
Type_V_V_U3 Cas12 (CDS_0039)

40

MGV-GENOME-0367830: 27,084-37,900 (+)

34 cas12f2_V-F_3 (CDS_0035)
transposase (CDS_0036)

41

IMGVR_UViG_3300045988_166823|3300045988|Ga0495776_111997: 27,084-37,900 (+)

34 cas12f2_V-F_3 (CDS_0035)
transposase (CDS_0036)

IMGVR_UViG_3300045988_161894|3300045988|Ga0495776_130172: 2,786-10,776 (+)

8 9

MGV-GENOME-0368891: 27,160-35,964 (+)

34 35

MGV-GENOME-0369204: 27,190-35,553 (+)

33 34

MGV-GENOME-0368698: 26,909-35,851 (+)

DNA methyltransferase (CDS_0035)
38 39 45

MGV-GENOME-0369420: 25,611-35,853 (+)

33
Type_V_V_U3 Cas12 (CDS_0034)

35

uvig_298795: 26,961-36,311 (+)

36 37

IMGVR_UViG_3300045988_154487|3300045988|Ga0495776_164550: 62,458-73,320 (+)

67 Type_V_V_U3 Cas12 (CDS_0071) 73 74

MGV-GENOME-0369152: 25,932-33,001 (+)

33 36 37 38

IMGVR_UViG_3300045988_167506|3300045988|Ga0495776_130045: 2,781-8,950 (+)

11

MGV-GENOME-0355660: 2,642-8,161 (+)

5
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0006)

9 10

IMGVR_UViG_3300045988_168951|3300045988|Ga0495776_017817: 2,642-11,902 (+)

8 9

MGV-GENOME-0359181: 27,431-36,693 (+)

30 34 35

IMGVR_UViG_3300045988_165853|3300045988|Ga0495776_074419: 29,280-37,564 (+)

35 36

IMGVR_UViG_3300045988_166139|3300045988|Ga0495776_004927: 25,394-34,636 (+)

30 31 32 33

MGV-GENOME-0369492: 2,642-15,552 (+)

Cas14u CAS-V-F; (CDS_0006) 9 10 cas12f2_V-F_3 (CDS_0011)

IMGVR_UViG_3300045988_164337|3300045988|Ga0495776_130127: 28,787-38,136 (+)

34 35 41

MGV-GENOME-0368200: 26,081-35,315 (+)

33 34

MGV-GENOME-0369925: 27,723-37,400 (+)

Cas14u CAS-V-F; (CDS_0031) 34 35

MGV-GENOME-0369893: 27,151-35,662 (+)

30 33 34

IMGVR_UViG_3300045988_158217|3300045988|Ga0495776_112153: 26,081-35,315 (+)

33 34

IMGVR_UViG_3300045988_157190|3300045988|Ga0495776_017802: 27,713-37,391 (+)

Cas14u CAS-V-F; (CDS_0031)
32 35 36

IMGVR_UViG_3300045988_160986|3300045988|Ga0495776_141256: 5,302-14,699 (+)

12 13 17

MGV-GENOME-0369316: 2,642-12,028 (+)

8 9

IMGVR_UViG_3300045988_161281|3300045988|Ga0495776_130008: 27,155-36,077 (+)

33 34 39

MGV-GENOME-0367437: 26,554-36,179 (+)

35 36

IMGVR_UViG_3300045988_162313|3300045988|Ga0495776_005293: 26,554-36,179 (+)

35 36

IMGVR_UViG_3300045988_166299|3300045988|Ga0495776_164582: 5,501-15,822 (+)

shah_acc_0023 found (CDS_0010) 13 14

IMGVR_UViG_3300045988_171220|3300045988|Ga0495776_017882: 27,014-35,302 (+)

34 35

uvig_256898: 2,987-12,611 (+)

10 11 17

uvig_64483: 27,156-35,397 (+)

33 34

MGV-GENOME-0369179: 27,318-36,921 (+)

Cas14u CAS-V-F; (CDS_0031)
32 35 36

MGV-GENOME-0367618: 2,642-8,787 (+)

8 9

IMGVR_UViG_3300045988_161846|3300045988|Ga0495776_092615: 2,642-8,787 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0005)
6 9

MGV-GENOME-0367969: 28,797-34,921 (+)

34 35

MGV-GENOME-0351070: 26,081-35,480 (+)

33 34 39 portal protein (CDS_0040)

MGV-GENOME-0368247: 27,147-35,504 (+)

33 34 39 40 41

MGV-GENOME-0355043: 27,651-34,877 (+)

34 35 40 41 42

SAMN06164505_a1_ct16766: 2,741-15,113 (+)

DarB-like antirestriction
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0009)

10 11 12 13 14

IMGVR_UViG_3300045988_165538|3300045988|Ga0495776_143008: 1-5,754 (+)

DNA helicase (CDS_0001) 2

MGV-GENOME-0350980: 1-5,037 (+)

DNA helicase (CDS_0001) 5

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder)

defence (PADLOC)


