
MGV-GENOME-0319852: 10,674-21,183 (+)

18 19 20 21 22 23 24
25

26 27 28 29 30
portal protein (CDS_0031)

32

IMGVR_UViG_3300045988_162609|3300045988|Ga0495776_183501: 47,693-58,548 (+)

61 66 67 68 69

IMGVR_UViG_3300045988_161846|3300045988|Ga0495776_092615: 20,034-31,965 (+)

38 39 40 41 43

MGV-GENOME-0367163: 43,838-55,591 (+)

58 59 60 61 62 67

IMGVR_UViG_3300045988_163380|3300045988|Ga0495776_188390: 21,087-31,840 (+)

38 39 40 41

uvig_101732: 22,683-34,479 (+)

36 37 38 39
phosphoadenosine phosphosulfate reductase (CDS_0041)

42

MGV-GENOME-0368597: 22,776-34,572 (+)

36 37 38 39 41

IMGVR_UViG_3300045988_167254|3300045988|Ga0495776_004461: 22,776-34,572 (+)

36 37 38 39 42

IMGVR_UViG_3300045988_162391|3300045988|Ga0495776_114740: 10,689-22,047 (+)

21 22 23 24 25 portal protein

IMGVR_UViG_3300045988_162313|3300045988|Ga0495776_005293: 42,686-55,954 (+)

PDC-M69A_WP_216276383.1 (CDS_0057)
59 60 6162 63 64 Cas14u CAS-V-F; (CDS_0069)

MGV-GENOME-0370117: 48,255-62,685 (+)

63 64 transposase (CDS_0065) 66 67 70 74

MGV-GENOME-0369925: 46,539-61,597 (+)

61 62 transposase (CDS_0063) 64 65 72

MGV-GENOME-0368247: 44,279-53,418 (+)

61 62 63 64

MGV-GENOME-0369893: 45,133-54,369 (+)

60 61 6263 64 65 67

IMGVR_UViG_3300045988_165273|3300045988|Ga0495776_017809: 20,796-33,046 (+)

37 38 39 40 41 43

IMGVR_UViG_3300045988_157190|3300045988|Ga0495776_017802: 47,955-61,158 (+)

69 70 71
72

73

IMGVR_UViG_3300045988_169461|3300045988|Ga0495776_005005: 46,184-57,928 (+)

66 67 68 69

MGV-GENOME-0369316: 22,684-34,209 (+)

44 45 46 47 52

IMGVR_UViG_3300045988_163531|3300045988|Ga0495776_129975: 46,285-58,280 (+)

65 66 67 68

IMGVR_UViG_3300045988_164336|3300045988|Ga0495776_004514: 46,284-58,901 (+)

65 66 67 68

IMGVR_UViG_3300045988_163890|3300045988|Ga0495776_074281: 22,684-35,164 (+)

44 45 46 47 49 55

IMGVR_UViG_3300045988_165853|3300045988|Ga0495776_074419: 46,140-61,015 (+)

57 cas12f2_V-F_3 (CDS_0058) 63 64 65 66

OTU_90: 47,900-62,057 (+)

64 65 66 67 68 73

MGV-GENOME-0367969: 46,570-60,048 (+)

59 60 61 62 63

IMGVR_UViG_3300045988_161606|3300045988|Ga0495776_112029: 44,290-58,046 (+)

62 63 64 65 66 67 74

Ma_2019_SRR341635_NODE_27_length_104491_cov_7.616397: 49,275-62,987 (+)

70 71 phosphoadenosine phosphosulfate reductase (CDS_0073)

uvig_327361: 49,275-62,466 (+)

73

uvig_152170_: 44,942-60,834 (+)

62 63 64 65 phosphoadenosine phosphosulfate reductase (CDS_0066) portal protein (CDS_0071)

MGV-GENOME-0369179: 47,570-61,217 (+)

67 68 69 70

MGV-GENOME-0369134: 45,313-60,047 (+)

65 66 67 68 69

MGV-GENOME-0369122: 45,368-60,017 (+)

65 66 67 68

uvig_282752: 44,199-60,890 (+)

64 65
cas12f2_V-F_3 (CDS_0066)

67 68 69 portal protein (CDS_0075)

IMGVR_UViG_3300045988_167464|3300045988|Ga0495776_056834: 42,730-55,190 (+)

61 62 63 64 65

IMGVR_UViG_3300045988_165793|3300045988|Ga0495776_143254: 41,347-53,501 (+)

61 62 63 64

IMGVR_UViG_3300045988_158217|3300045988|Ga0495776_112153: 46,223-59,860 (+)

63 64 65 66 67

IMGVR_UViG_3300029620_000002|3300029620|Ga0245130_100283: 42,730-55,236 (+)

61 62 63 64 65 71

IMGVR_UViG_3300045988_166937|3300045988|Ga0495776_075697: 47,668-61,333 (+)

70 72 73 Type_V_V_U3 Cas12 (CDS_0074)

IMGVR_UViG_3300045988_160986|3300045988|Ga0495776_141256: 25,905-38,830 (+)

43 44 45 46 47

MGV-GENOME-0367858: 43,663-57,311 (+)

HEase_00016 homing (CDS_0056) 60 61 62 63

MGV-GENOME-0369420: 45,703-57,394 (+)

64 65 66 67 72

MGV-GENOME-0369204: 45,486-57,259 (+)

65 66 67 68 69 70

SRS147271_a1_ct31801_vs1: 38,959-49,113 (-)

39404146
HEase_00016 homing (CDS_0047)

SRS143070_a1_ct5165_vs1: 44,444-56,861 (+)

65 66 67 68

IMGVR_UViG_3300045988_169240|3300045988|Ga0495776_141207: 46,611-63,785 (+)

Cas14u CAS-V-F; (CDS_0061)
62 68 69 70 71 72

IMGVR_UViG_3300045988_161894|3300045988|Ga0495776_130172: 20,456-34,515 (+)

36 37 38 39

IMGVR_UViG_3300045988_159332|3300045988|Ga0495776_017825: 48,888-61,198 (+)

69 70 71 72 73

MGV-GENOME-0368889: 48,837-60,071 (+)

69 70 71 72 73

MGV-GENOME-0368260: 46,275-60,273 (+)

67 68 69 70 71

SAMN10290184_a1_ct447: 45,074-56,947 (+)

62 63 64 65 66

IMGVR_UViG_3300045988_171220|3300045988|Ga0495776_017882: 43,840-59,097 (+)

58 59
cas12f2_V-F_3 (CDS_0060)

61 Type_V_V_U3 Cas12 (CDS_0062)

MGV-GENOME-0367844: 46,687-60,042 (+)

67 68 69 70 71

IMGVR_UViG_3300045988_166139|3300045988|Ga0495776_004927: 42,502-57,521 (+)

57 58 59 60 61 68

SRS013800_a1_ct27295_vs1: 34,538-44,727 (-)

343637383940

IMGVR_UViG_3300045988_163025|3300045988|Ga0495776_112097: 46,402-58,651 (+)

61 62 63 64 65 66

MGV-GENOME-0369520: 26,316-36,909 (+)

44 45 46 47

MGV-GENOME-0369492: 26,316-37,865 (+)

42 43 44 45 46

IMGVR_UViG_3300045988_163084|3300045988|Ga0495776_164556: 46,190-60,522 (+)

67 68 69 70

IMGVR_UViG_3300045988_162114|3300045988|Ga0495776_092617: 45,179-58,128 (+)

61 62 63 64

MGV-GENOME-0331492: 12,446-23,189 (+)

31 32 33

uvig_56032: 6,628-16,084 (+)

17 18 19

IMGVR_UViG_3300045988_168951|3300045988|Ga0495776_017817: 20,634-35,116 (+)

38 39
cas12f2_V-F_3 (CDS_0040)

41 42 43

MGV-GENOME-0368698: 44,396-59,024 (+)

63 64 65 66 71

IMGVR_UViG_3300045988_167776|3300045988|Ga0495776_004581: 90,950-105,287 (+)

101 102
cas12f2_V-F_3 (CDS_0103)

transposase (CDS_0104) 105 106

MGV-GENOME-0368608: 45,230-59,266 (+)

66 67
cas12f2_V-F_3 (CDS_0068)

69 70 71 76

MGV-GENOME-0368436: 44,373-56,996 (+)

62 63 64 65 66

IMGVR_UViG_3300045988_164841|3300045988|Ga0495776_017820: 47,209-59,536 (+)

70 71 72 73

MGV-GENOME-0369234: 46,315-59,536 (+)

68 70 71 72 73

SAMN00791908_a1_ct6730: 46,598-58,468 (+)

64 65 66 67 68 69

IMGVR_UViG_3300045988_163522|3300045988|Ga0495776_112201: 46,598-59,495 (+)

64 65 66 67 68 69

IMGVR_UViG_3300045988_161201|3300045988|Ga0495776_115027: 47,206-59,124 (+)

64 65 66 67 68

IMGVR_UViG_3300045988_170488|3300045988|Ga0495776_075967: 39,093-52,112 (+)

54 55 56 57 58 cas12f2_V-F_3 (CDS_0059)

IMGVR_UViG_3300045988_156544|3300045988|Ga0495776_112202: 46,599-58,559 (+)

64 65 66 67 68 69

MGV-GENOME-0368743: 43,078-59,428 (+)

Type_V_V_U3 Cas12 (CDS_0059)

60 61
cas12f2_V-F_3 (CDS_0062)

63 64

uvig_582143: 11,693-22,671 (+)

24 25 26 27 32

uvig_256898: 23,473-38,093 (+)

42 43 44 45

IMGVR_UViG_3300045988_166299|3300045988|Ga0495776_164582: 27,094-40,442 (+)

43 44 45 46

SAMN06164692_a1_ct38233_vs1: 36,894-51,511 (-)

37
RM_Type_IIG__Type_IIG_1 (CDS_0038)

39404142434448

MGV-GENOME-0316191: 5,379-15,515 (+)

1617 18 19 20 21

IMGVR_UViG_3300045988_167691|3300045988|Ga0495776_004553: 19,173-35,365 (+)

29 35 36 37 38 39

IMGVR_UViG_3300045988_167506|3300045988|Ga0495776_130045: 19,118-34,773 (+)

35 36 37 38 39

6000 nt

head and packaging integration and excision moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)


