99 100 101 102 103 104 105 106 107 108 109 110

MGV-GENOME-0368260: 79,425-100,068 (+)
75

IMGVR_UViG_3300045988_168951|3300045988|Ga0495776_017817:54,995-75,561 (+)
80

IMGVR_UViG_3300007288_000071|3300007288|Ga0104346_100063: 57,186-77,232 (+)
98 103

I S E—
uvig 327361:79,169-100,992 (+)
96 97 100

IMGVR_UViG_3300045988_161606|3300045988|Ga0495776_112029:75,814-99,273 (+)
93 94

MGV-GENOME-0367969:77,985-99,468 (+)
65 66

MGV-GENOME-0351070: 54,570-75,738 (+)
106 107 108

IMGVR_UViG_3300045988_157190|3300045988|Ga0495776_017802:81,347-102,570 (+)
102 103

IMGVR_UViG_3300045988_169461|3300045988|Ga0495776_005005: 78,023-100, 082( )
102 103 Cas14u CAS-V-F; (CDS_0104)

e e
IMGVR_UViG_3300045988_164336|3300045988|Ga0495776_004514:78,973-101,429 (+)
100 102 103 Cas14u CAS-V-F; (CDS_0107)

I E—
MGV-GENOME-0369122:78,879-102,492 (+)
103

MGV-GENOME-0367981:77,218-99,487 (+)
96

0
o
0
O

IMGVR_UViG_3300045988_166884|3300045988|Ga0495776_112028:76,834-99,203 (+)

O
)

MGV-GENOME-0366349: 76,162-96,770 (+)
92 93 94

IMGVR_UViG_3300045988_161201|3300045988|Ga0495776_115027:69,647-91,690 (+)

~N
~N
i
o

MGV-GENOME-0358898: 60,446-83,888 (+)

I ——
uvig_256898:57,417-80,239 (+)
101 102

I — T R — E—
uvig_5000:78,340-101,794 (+)

R

109

IMGVR_UViG_3300045988_166937|3300045988|Ga0495776_075697:79.014-97, 447( )

N
o

27

N
MGV-GENOME-0355539:21,501-42,329 (+)
77 78 79

I e s
IMGVR_UViG_3300045988_165273|3300045988|Ga0495776_017809: 54,598-76,685 (+)
96 97 99 100

N
MGV-GENOME-0367889: 75,815-99,514 (+)
Type V_V_U3Cas12(CDS_0103) 106
105 | 107

— ]
IMGVR_UViG_3300045988_169240|3300045988|Ga0495776_141207:83,099-105,584 (+)
104 107 V_U3 CAS-V-F; (CDS_0108)

IMGVR _UVIiG_3300045988_159603|3300045988|Ga0495776_130173:81,456-102,094 (+)
V_U3 CAS-V-F; (CDS_0079) 85
78 84 [86 87

‘
i

MGV-GENOME-0359181: 65,719-87,604 (+)
100 V_U3 CAS-V-F; (CDS_0103) 109

MGV GENOME-0369925:84,072-105,806 (+)

1
; ‘
®

99 100 101 102

MGV-GENOME-0368804: 76,000-99,176 (+)

el
©

99 100 Cas14u CAS-V-F; (CDS_0101)

MGV-GENOME-0369152: 78,386-103,068 (+)
81 82 83 84 85

IMGVR_UViG_3300045988_160986|3300045988|Ga0495776_141256: 58,282-83,422 (+)

98 99 100 101 102

MGV-GENOME-0369893:78,321-105,070 (+)

0
o

100 101 102 108

MGV-GENOME-0369420: 77,773-102,891 (+)
96 101 103 104

I ——— E—
SRS062427 al ct7743 vs1:81,305-100,488 (+)
98

N
IMGVR_UViG_3300045988_165853|3300045988|Ga0495776_074419:79,951-104,793 (+)

T ——— —
MGV-GENOME-0368597:51,461-75,700 (+)

IMGVR_UViG_3300045988_166139|3300045988|Ga0495776_004927:74,104-97,332 (+)

e —— E——
MGV-GENOME-0367844:75,618-92,775 (+)

I |
IMGVR_UViG_3300045988_166299|3300045988|Ga0495776_164582:57,205-74,763 (+)
80 DNA methyltransferase

I ——
SRS017247_al ct10119 vs1:57,186-72,760 (+)
17 22

IMGVR_UViG_3300045988_154487|3300045988|Ga0495776_164550: 15,844-33,383 (+)
cas12f2_V-F_2 (CDS_0035)

MGV-GENOME-0350980: 23,535-48,227 (+)
baseplate wedge subunit (CDS_0095)

O
o

uvig 152170_:74,427-100,907 (+)

!
o

IMGVR_UViG_3300045988_167506|3300045988|Ga0495776_130045: 50,915-73,087 (+)

~
iy

MGV-GENOME-0358096:57,935-81,750 (+)
Type_V_V_U3 Cas12 (CDS_0097)

IMGVR_UViG_3300045988_162313|3300045988|Ga0495776_005293:73,249-97,249 (+)

I~o
~N
!

IMGVR_UViG_3300045988_163025|3300045988|Ga0495776_112097:74,641-98,485 (+)

I~o
v
!

IMGVR_UViG_3300045988_171220|3300045988|Ga0495776_017882: 76,750-101,220 (+)

el
o

1 S —
MGV-GENOME-0368743:76,463-100,657 (+)

O
v

I ———
MGV-GENOME-0367858: 74,342-98,532 (+)

o
N

IMGVR_UViG_3300045988_165538|3300045988|Ga0495776_143008:46,009-69,299 (+)
shah_acc_0023 found (CDS_0075)

|
B,
|

MGV-GENOME-0358063: 58,143-83,723 (+)
shah_acc_0023 found (CDS_0069) 70

Lo e oo e e e ————————————————— ]
IMGVR_UViG_3300045988_161894|3300045988|Ga0495776_130172:50,608-75,865 (+)
101
99 100]

S A N S . E— I
IMGVR_UViG_3300045988_162609|3300045988|Ga0495776_183501: 74,445-92,161 (+)

10000 nt i

integration and excision other tail unknown function defence (DefenseFinder) defence (PADLOC)

N I —_—




