SbcD-like subunit of palindrome specific endonuclease (CDS_0014)
Cas14u CAS-V-F; (CDS_0011)
2 3 4 5 6 DNA polymerase (CDS_0007) 8 9 10 12 13
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IMGVR_UViG_3300045988_170488|3300045988|Ga0495776_075967:2,136-19,157 (+)
transposase (CDS_0004) 9 10

MGV-GENOME-0363826:2,136-19,560 (+)
DNA polymerase (CDS_0007) 8 12

IMGVR_UViG_3300045988_163522|3300045988|Ga0495776_112201:2,137-19,119 (+)
7 8
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MGV-GENOME-0369327:2,135-19,158 (+)

7 8
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MGV-GENOME-0368601:2,136-16,931 (+)
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MGV-GENOME-0355539:47,429-62,497 (+)

DNA polymerase (CDS_0007) 8
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IMGVR_UViG_3300045988_161201|3300045988|Ga0495776_115027:2,136-17,603 (+)
6 7
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MGV-GENOME-0358898:2,531-16,172 (+)
DNA polymerase (CDS_0059) 61
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MGV-GENOME-0350980: 56,044-71,181 (+)
DNA polymerase (CDS_0007)
DNA polymerase (CDS_0008)
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DNA polymerase (CDS_0007)
DNA polymerase (CDS_0008)
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MGV-GENOME-0350954:2,136-16,541 (+)
DNA polymerase (CDS_0096)
93 DNA polymerase (CDS_0097)
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IMGVR_UViG_3300045988_161894|3300045988|Ga0495776_130172:81,625-96,479 (+)

DNA polymerase (CDS_0071)
DNA polymerase (CDS_0072)
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MGV-GENOME-0355660: 62,883-78,021 (+)
DNA polymerase (CDS_0099)
DNA polymerase (CDS_0098) 100
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IMGVR_UViG_3300045988_166299|3300045988|Ga0495776_164582:79,944-94,789 (+)
DNA polymerase (CDS_0008)
7 9

MGV-GENOME-0369152:2,117-16,734 (+)
DNA polymerase (CDS_0007)
DNA polymerase (CDS_0006) 8
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IMGVR_ UV|G 3300045988 163084|3300045988\Ga0495776 164556:2,529-15,697 (+)

DNA polymerase (CDS_0010)
DNA polymerase (CDS_0009) 11
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7 8 DNA polymerase (CDS_0009)
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DNA polymerase (CDS_0099) 100
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DNA polymerase (CDS_0007)

IMGVR_UViG_3300045988 158217|3300045988|Ga0495776_112153:2,115-17,039 (+)
DNA polymerase (CDS_0096)
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uvig_101732:82,554-97,475 (+)

DNA polymerase (CDS_0007) 8

MGV-GENOME-0356034:2,116-16,830 (+)
DNA polymerase (CDS_0007) 8

MGV-GENOME-0354374:2,113-17,408 (+)
DNA polymerase (CDS_0007) 8 DNA polymerase (CDS_0009)

0 —
IMGVR_UViG_3300045988 165853|3300045988|Ga0495776_074419:2,804-19,635 (+)

DNA polymerase (CDS_0100) 101 DNA polymerase (CDS_0102)

IMGVR_UViG_3300045988 165273|3300045988|Ga0495776_017809:81,799-98,638 (+)
DNA polymerase (CDS_0007)
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uvig 298795:2,136-16,931 (+)
DNA polymerase (CDS_0086)

s S S
IMGVR_UViG_3300045988_165538|3300045988|Ga0495776_143008: 75,269-89,956 (+)

5 8

MGV-GENOME-0369420:2,112-16,991 (+)
DNA polymerase (CDS_0048)

IMGVR_UViG_3300045988_167776|3300045988|Ga0495776_004581:47,898-63,179 (+)

¢d06127 CAS-1,CAS-II,CAS-11I,CAS-IV,CAS-V,CAS-VI; (CDS_0087) DNA polymerase (CDS_0095)
88 terminase large subunit (CDS_0089) DNA polymerase (CDS_0094) 96

I S S S S —
IMGVR_UViG_3300045988_167691|3300045988|Ga0495776_004553:77,981-96,413 (+)
DNA polymerase (CDS_0095)

88 DNA polymerase (CDS_0094) 96
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IMGVR_UViG_3300045988_167506|3300045988|Ga0495776_130045: 78,045-95,821 (+)
DNA polymerase (CDS_0006)
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MGV-GENOME-0368804: 102,366-104,501 (+); 1-16,494 (+)
DNA polymerase (CDS_0006)

DarB-like antirestriction DNA polymerase (CDS_0007) 8

N E— | —
SRS143070_a1_ Ct5165  vs1:2,499-16,494 (+)
DNA polymerase (CDS_0006)
DNA polymerase (CDS_0007)
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IMGVR_UViG_3300045988_171220|3300045988|Ga0495776_017882: 104,546-106,658 (+); 1-16,607 (+)
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IMGVR_UViG_3300007288_000071|3300007288|Ga0104346_100063:79,645-93,985 (+)

E

MGV-GENOME-0369492:63,536-77,876 (+)
terminase large subunit (CDS_0001)

MGV-GENOME-0358096: 1-10,826 (+)
7000 nt
DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)
I




