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IMGVR_UViG_3300045988_169240|3300045988|Ga0495776_141207:97,850-107,268 (+)
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MGV-GENOME-0366349:89,091-98,835 (+)

85 86 nucleoside 2-deoxyribosyltransferase (CDS_0091)
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IMGVR_UViG_3300045988_168951|3300045988|Ga0495776_017817:68,553-77,597 (+)

86 nucleoside 2-deoxyribosyltransferase
S — F— W—/ WS 1D Yy W/ NS, B W,
MGV-GENOME-0358063:77,331-86,405 (+)

93 94 95 100
I B S B I —
SRS143070_al ct5165_vs1:72,699-78,396 (+)
MTase_II_00074 Type (CDS_0110)
107 108 cd06127 CAS-1,CAS-1I,CAS-11I,CAS-1V,CAS-V,CAS-VI; (CDS_0115)
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MTase_lI_00074 Type (CDS_0110)

IMGVR_UViG_3300045988_162313|3300045988|Ga0495776_005293:95,832-101,352 (+)
77 78 MTase_lI_00074 Type (CDS_0081)

—
MGV-GENOME-0354374:76,402-82,192 (+)
108 109

IMGVR_UViG_3300045988_162609|3300045988|Ga0495776_183501:84,062-94,500 (+)

107
= Ot Ot PR
MGV-GENOME-0369152:95,839-104,918 (+)

106 107

MGV-GENOME-0368743: 94,265-103,603 (+)
107 V_U3 CAS-V-F; (CDS_0108) 113114 115 116

IMGVR_UViG_3300045988_159603|3300045988|Ga0495776_130173:93,593-105,297 (+, )

MGV-GENOME-0359181:77,856-88,898 (+)

MTase_lI_00074 Type (CDS_0082)
81 84 Type V_V_U4 Cas12 (CDS_0085)

MGV-GENOME-0368597: 68,692-80,000 (+)

MTase_lI_00074 Type (CDS_0082)
80 81 cas12f2 V-F_3(CDS_0084)

IMGVR_UViG_3300045988_161846|3300045988|Ga0495776_092615: 64,793-75,882 (+)
110 MTase_l1_00074 Type (CDS_0112)

MGV-GENOME-0369420:100,643-106,375 (+)
99 100

IMGVR_UViG_3300045988_170488|3300045988|Ga0495776_075967:86,392-96,086 (+)
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(+)
MTase_II_00074 Type (CDS_0047)

———
MGV-GENOME-0350980: 47,385-52,487 (+)
106 111

I S ——
IMGVR_UViG_3300045988 171220|3300045988|Ga0495776_017882:99,804-106,645 (+)
75 MTase_|I_00074 Type (CDS_0081)

MGV-GENOME-0369492: 58,985-64,192 (+)
cas12f2 V-F_3(CDS_0107)

I N A
IMGVR_UViG_3300045988_165793|3300045988|Ga0495776_143254:93,246-97,989 (+)
MTase_II_00074 Type (CDS_0113) 117

IMGVR_UViG_3300008712_000005|3300008712|Ga0113873_100117: 98,687-103,355 (+); 1-2,100 (+)
MTase_|I_00074 Type (CDS_0110)

— —— n_ __  — ]
MGV-GENOME-0368938: 100,252-104,909 (+)
109 MTase_I_00074 Type (CDS_0110)

— R I S N W— — —
IMGVR_UViG_3300045988_164337|3300045988|Ga0495776_130127:99,406-104,913 (+)
106107 MTase_lI_00074 Type (CDS_0111)
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MGV-GENOME-0368891:99,046-104,763 (+)

MTase_|I_00074 Type (CDS_0035) 40 41

IMGVR_UViG_3300045988_154487|3300045988|Ga0495776_164550: 31,966-38,445 (+)
MTase_lI_00074 Type (CDS_0113) Cas14u CAS-V-F; (CDS_0118)

I ———— —— — E—
IMGVR_UViG_3300045988_163771[3300045988|Ga0495776_074287:99,807-106,036 (+)

MTase_lI_00074 Type (CDS_0111)

MGV-GENOME-0368698:99,351-104,222 (+)
MTase_lI_00074 Type (CDS_0036)

IMGVR_UViG_3300045988_167776|3300045988|Ga0495776_004581:40,791-45,760 (+)
MTase_lI_00074 Type (CDS_0110) 115

I ——
MGV-GENOME-0369204:82,872-88,469 (+)
MTase_lI_00074 Type (CDS_0105)

IMGVR_UViG_3300045988_161201|3300045988|Ga0495776_115027:90,480-95,453 (+)
MTase_lI_00074 Type (CDS_0113)

uvig_289725:99,807-106,036 (+)
107 MTase_II_00074 Type (CDS_0110)

IMGVR_UViG_3300045988_163522|3300045988|Ga0495776_112201:97,057-103,283 (+)

77 78 83 84 85 MTase |l 00074 Type (CDS_0086)
Lt L ot bbb oot e

MGV-GENOME-0369361:71,106-79,928 (+)
83 84 85 MTase_ll_00074 Type (CDS_0086) 92 93

!
@

\MG\/R UViG_3300045988_166299|3300045988|Ga0495776_ 164582 71,106-81,377 (+)
4000 nt i
DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)




