phosphoadenosine phosphosulfate reductase (CDS_0073) portal protein (CDS_0078)

68 69 70 71 72 74 75 76 79 80 81 MutT/NUDIX hydrolase (CDS_0082)
m—b e e e S

64 69 70 portal protein (CDS_0071) head maturation protease (CDS_0076)
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uvig_152170_:47,449-63,702 (+)
71 72 73
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OTU_90:50,407-64,512 (+)
47 49 51 52 cas12f2_V-F_3(CDS_0056)
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IMGVR_UViG_3300045988_163890|3300045988|Ga0495776_074281:25,203-38,934 (+)

o
=
%
N

<
Q
<
(9]
o
z
o
<
m
o
@
X
N
@
=
o
N
a

?

N
o
w
w
[os}
O
w
X
=

)

o
N
o
o
o
~N
~N
[
~N
N

<
(9]
<
(9]
m
z
@]
<
m
(@}
(o8]
[oN
~O
~
N
o
i
oo}

?

H
2
XN
IS
o
it
©
5

y (+)
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MGV-GENOME-0369893:51,220-63,714 (+)
67 70 71 72
D gy S Oy O O, O, S S, N, S —— W,
MGV-GENOME-0368247: 50,264-62,745 (+)
75 76 portal protein (CDS_0077)
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IMGVR_UViG_3300045988_163084|3300045988|Ga0495776_164556:52,428-64,818 (+)
76 77 portal protein (CDS_0078) 82

IMGVR_UViG_3300045988_169240|3300045988|Ga0495776_141207:56,057-68,338 (+)
43 44 portal protein (CDS_0045)

IMG\/R UVIG 3300045988 _167506|3300045988|Ga0495776_130045: 26,927-38,089
43 44 portal protein (CDS_0045)
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IMGVR_UViG_3300045988_167691|3300045988|Ga0495776_004553:26,982-38,681 (+)

73 74 portal protein (CDS_0075)
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43 44 portal protein (CDS_0045)
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IMGVR_UViG_3300045988 161894|3300045988\@30495776 130172:22,972-38,097 (+)
67 68 72 73
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MGV-GENOME-0369122:47,876-63,340 (+)
cas12f2_V-F_2 (CDS_0079)

——— - —— T s e S N S . E—— E—
MGV-GENOME-0369179:50,073-65,854 (+)

110 111 portal protein (CDS_0112) 1 6
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IMGVR UVlG 3300045988_167776|3300045988|Ga0495776_004581:98,531-105,291 (+); 1-7,236 (+)
70 71 74 major head protein (CDS_0079)
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IMG\/R UViG_3300045988_165853|3300045988|Ga0495776_074419:55,380-68,565 (+)
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MGV-GENOME-0368889: 55,073-63,477 (+)
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IMGVR_UViG_3300045988 163531|3300045988\630495776 129975:52,213-61,691 (+)
69 70 71
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IMG\/R UViG_3300029620_000002|3300029620/Ga0245130_100283: 49,467-58,642 (+)
71 72
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MGV GENOME-0368436:50,768-60,420 (+)
Type_V_V_U3 Cas12 (CDS_0074)
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IMGVR_ UVlG 3300045988_166937[3300045988|Ga0495776.075697:52,883-63,790 (+)
77 78

IMGVR UVlG 3300045988 _159332|3300045988|Ga0495776_017825: 55,124-64,604 (+)
71 72

MGV-GENOME-0369925: 54,294-65,203 (+)
76 77 78
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MGV-GENOME-0368608: 52,684-63,134 (+)

70 71 72 Cas14u CAS-V-F; (CDS_0077)
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MGV-GENOME-0368891:52,332-63,797 (+)

42 45 46
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uvig_101732:28,970-38,090 (+)
41 45 46
e e
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MGV-GENOME-0368597:29,063-38,183 (+)
45 46

IMGVR_UVIiG_ 3300045988 167254|3300045988\(330495776 004461:29,063-38,183 (+)
50 51
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IMGVR_UViG_3300045988_161846|3300045988|Ga0495776_092615:25,966-35,375 (+)

30 31 portal protein (CDS_0033)

IMGVR_UVIG_33OOO45988_162391|3300045988\630495776_1147401 16,749-27,256 (+)
Cas14u CAS-V-F; (CDS_0069)
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IMGVR_UViG_3300045988_162313|3300045988|Ga0495776_005293:48,845-59,566 (+)
67 68
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MGV-GENOME-0367163:49,800-59,001 (+)
76 77 78

MGV-GENOME-0367844:52,896-64,320 (+)
44 45 46 47 51 52

IMGVR_UViG_3300045988_162609|3300045988|Ga0495776_183501:50,191-61,959 (+)
40 45 46

IMGVR_UViG_3300045988_163380|3300045988|Ga0495776_188390: 23,649-37,793 (+)
41 46 49 50

IMGVR_UViG_3300045988_166299|3300045988|Ga0495776_164582:30,517-42,897 (+)
44 49 50 portal protein (CDS_0051)

uvig 256898:27,230-41,417 (+)
70 71 72 portal protein (CDS_0073)
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MGV-GENOME-0368698: 46,902-63,316 (+)
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SAMNO6164505_a1_ct16766:26,938-39,040 (+)

111 112 portal protein (CDS_0113)
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IMGVR_UViG_3300045988_154487|3300045988|Ga0495776_164550:86,216-96,830 (+)
64 66 68 69
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IMGVR_UViG_3300045988_163025|3300045988|Ga0495776_112097:48,926-59,807 (+)
6000 nt i
head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)
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